The BMI1 inhibitor PTC-209 is a potential compound to
halt cellular growth in biliary tract cancer cells

Supplementary Material

Cell line PrC-209 Lam) 1Ceo 1Ceo
20.0 [ 10.00| 5.00 | 2.50 | 1.25 | 0.63 | 0.31 | 0.16 | 0.08 | 0.02 (um) (um)
BDC * * * * 0.41 1.5
CCSW-1 * * * 1.04 n.q.
EGi-1 n.g. n.q.
GBC * * 0.18 0.84
MzChA-1 * 0.17 0.51
MzChA-2 0.49 8.33
SkChA-1 0.25 1.44
TFK-1 * * 0.24 n.q.

File name: Additional file 1

Title of data: Statistics for figure 2A

Description of data: Significant differences in cell viability between treated and untreated samples for
the different cell lines and PTC-209 concentrations; 10% inhibitory concentration (1C10), 50% inhibitory
concentration (IC50). Abbreviations: n.q.: not quantifiable
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File name: Additional file 2

Title of data: Clonogenic assay for BTC cells

Description of data: BTC cell lines were treated with 1.25 uM PTC-209 or left untreated for 7 to 14 days,
dependent on the cell line. Images of representative assays.



File name: Additional file 3

Title of data: PTC-209 halts cellular growth of biliary tract cancer cells

Description of data: Time course experiments were carried out on the JuLi BR live cell movie analyzer
(NanoEnTek, Seoul, Korea). GBC cells were either treated with 1.25 uM PTC-209 in sSfDMEM or left
untreated (sSfDMEM only) and cell growth was monitored in parallel on two microscopy units in a
humidified cell culture incubator (37°C, 5% CO,) by taking brigthfield microscopy images every five
minutes for 72 h (865 images per sample).
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File name: Additional file 4

File format: pdf

Title of data: Supplementary data for figure 3C

Description of data: Complete list of all 84 cell cycle related genes investigated for changes in

expression following PTC-209 treatment.
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File name: Additional file 5

Title of data: Effect of PTC-209 on ALDH+ subpopulation in BTC cell lines

Description of data: Cells were treated with 1.25 uM PTC-209 or left untreated (sSfDMEM only) for 72 h.
(A) Representative histograms for each cell line including negative DEAB control. (B) Quantification of
effect of PTC-209 treatment on ALDH+ subpopulation in BTC cells. Abbreviations: ALDH+: aldehyde
dehydrogenase-1 positive cells; BTC: biliary tract cancer; DEAB: N,N-diethylaminobenzaldehyde; h: hours



