Supplementary Data

Supplementary Fig. S1

Supplementary Fig. S1. Morphological comparison of wild-type and srl2

panicles. Scale bars =1 cm.

Supplementary Fig. S2
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INGF VS AKL FPSCESMCVCCPALRPSSRRPVKRYKKLLAEI FPKTPDGLPNERKI MKLCEYAAKNPLRI PKI AKFLECRSHKELRS AHVNFI KI | TEAYSK
IVGF IvS AKL FPSCESNCVCCPALRPSSRRPVKRYKKLLAEI FPKTPDGLPNERKI VKLCEYAAKNPLRI PKI AKFLECRSHKELRSAHVNFI KI | TEAYSK
ngf rsakl fpscesnmcveepal rpssrrpvkrykkl T aei f pkt pdgl pner ki nkl ceyaaknpl ri pkiakfl eqrshkelrsahvnfikiiteaysk

LLFI CKEQNAYFAI SLVNVLTELLESKQEN HI LGCQTLAKFI YSQVENTYARNI ESLVRKVCVLS RQQGVEHSLLRAASLQCLS ANI VF NKEHSYT FVDY

LLFI CKEQVAYFAI SLVNVLTELLESKQEN HI LGCQTLAKFI YSQVCNT YARNI ESLVRKVCVLSRQQGVEHSLLRAASLQCLSANI VF NKEHSYI FVD)
i ckeqmayfaislvnvl tel lTeskqeni hil gcqtlakfiysqvdntyarnieslvrkvcvlsragqgvehsllraaslqclsaniwfnkehsyifvd

FDEI VCSVLENYRVEESAAGDE ERHAPQHNAVDE | VRREGRAGL GGGNDVNCNST Al RLRSARDSSALTREERESPEVWAHI CVQKLAELAKESTT MRRI
FDE| VCSVLENYRVE E S AAGDE ERHAPQHNAVDE | VRREGRAGL GGGNDVNCNSTAI RLRSARDSSALTREERESPEVWAHI CVQKL AELAKESTTNRRI

dei vgsvl enyrveesaagdeerhapghnwvdei vrregragl gggndvncnstai rlrsardssal treerespevwahi cvgkl ael akesttnrri
LDOPNVLSYF DKKKQWAPRCGLAL LVLSDNSYLEKSSGNEQLI LTSVI RHLDHKNVLYDPCI KSDMI QTATLLARQLRSRGI AAELVVAGLCL CRHLRKTLEA
LDPNLSYF DKKKQWAPRCGL AL LVLSDNSYLEKS SCNEQLI LTSVI RHLDHK!\VLYDPCI KS DNI QTATLLARQL RSRGI AAELVVAGCLCRHLRKTLEA

IVESAST EELNLNESLQNFLQDCLLEVVTGI NDVRPLYDNMNAI TLENLPSMPVVARAST GSLLI LSHI T SLTSNSLNAPVLFPEALLQQI LKSMVHPDVDT
IMESAS| EELNLNESLQNFLQDCLLEVVTGI NDVRPLYDNNVAI TLENLPSVPVVARASI GSLLI LSHI | SLTSNSLNAPNLFPEALLQQI LKSMWHPDVDT
nesasieelnl nesl gnflqdcl Tevvtgindvrplydnnaitlenl psnpvvarasigslTilshiisltsnsinapnl fpeal I qqilksnvhpdvdt

RVGAHHVF S AVI VQGPSRQRSESDCFLYETKKWQSRTTSVFASATALLEKLRREKES LGSDKTGNNVDDEKEKS| SEEENKHVWARKNS AYFSKLVFSFTDR
rvga savivggpsrqrsesdfl yetkkwgsrttsvfiasatal | ekl rrekesl gsdkt gnnddekeksi seeenkhvwarknsayf skl visftdr
[YAALTSSAEEAN VIVLTEDQKNQLL S AFWQAI QTCNTPFNYEAI GHSYSLTVI SSRLKDSRNSNNI QFFCLPLSLRSVSLTSNGVLSPSCQRSI FTLAT
[YAALTSSAEEAN VIVLTEDQKNQLL SAFWQAI QTCNTPFNYEAI GHSYSLTVI SSRLKDSRNSNNI QF FCLPLSLRSVSLTSNGVLSPSCQRSI FTLAT
yaal tssaeeani vnl tedgkngl | safwvqai qt dnt pt nyeai ghsysltvissrlkdsrnsnni gffgl pl slrsvsltsngvlispscqrsiftlat

CHITEEF%R IFTSCNVDPYLRI GECLQLYVRLQSDLGNYGSCSDQEI ARSVL S DCRTKVGI NDQRVL DVVACAL CNLTENDKDVLVKEL
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TENFTPEEVPLFGSNS AFDWANF HVQAFSCESLSFCEECSRTSSVDGGLHESPI TNTGSSI SKTTMPQSVPRVLGVGQLLESALHVAGCVAGASVSTSPL
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Supplementary Fig. S2. Deduced amino acid sequences of SRL2 and the

changes in amino acids caused by mutations.



Supplementary Fig. S3

Supplementary Fig. S3. RNAI analyses. Scale bars = 10 cm (A) and 1 cm (B).

Supplementary Fig. S4
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Supplementary Fig. S4. Subcellular location of the SRL2-GFP fusion protein in
onion epidermal cells. Onion epidermal cell expressing free GFP showed
fluorescence in the nucleus and cytoplasm. Onion epidermal cell expressing
SRL2-GFP showed fluorescence in the nucleus and cytoplasm. Scale bars = 50

pm.



Supplementary Fig. S5
A | 2 3

Supplementary Fig. S5. Western blot assays. (A) An SDS-PAGE gel stained
with Coomassie Brilliant Blue. (B) Western blotting of the GFP and SRL2-GFP
using anti-GFP antibody. Line 1, 4: Total protein from onion epidermis as a
negative control; Line 2, 5: Total protein from onion epidermis expressing free

GFP; Line 3, 6: Total protein from onion epidermis expressing SRL2-GFP.

Supplementary Fig. S6

Supplementary Fig. S6. Hand-cut section of Prosri2-GUS transgenic rice leaf.

Scale bars = 100 pm.



Supplementary Fig. S7
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Supplementary Fig. S7. Characteristics of the srl2 sll1 double mutant. (A) The
leaf width of leaf blade in sri2, sll1 and srl2 sll1 double mutant. (B) The

percentage of abnormal small veins in srl2, sll1 and sri2 sll1 double mutant.



Table S1: Primers used in map-based cloning of SRL2

Marker Primers Fragment size (bp)

S1 F 5'-TGTATGAAGAGGAGTGGAGC-3' 100/115
R5-GGTTAATTGGTTTGGTTGGC-3'

S2 F 5'-CTCCCAATTGGTGGGGTATG-3' 120/100
R5'-ACTTAACACCATTACCCTGC-3'

S3 F 5'-CGAAACCTCGTCAGTTCGAG-3' 130/115
R 5-TTGGAGGGCAATACGGGGAT-3'

S4 F 5'-AGGAAGGTGCCTCTCTTCGA -3' 140/120
R 5-CCTGGTTTAGGAGCTTCTCC-3'

S5 F 5'-CATGAGTATGTCAATGCTGC-3' 100/120
R 5-TCTCTTGCTAATATCTAGCC -3'

S6 F 5-TACGGTTGCACGGTCAAAGA -3' 100/120

R5-TCGTGTGCATCAAGTTGAGG-3'

Table S2: Primers used for in situ hybridization analysis

Primer name Primer pairs
SRL2T7 GAAGCTCTCAAGCTGGCTTG
SRL2 sp6 CAATATGGTCATACATGGTC

Table S3: Primers used in real-time gRT-PCR analysis

Gene Primer pairs
SRL2 TCCATCTGCGCAGCATTTCA
CTACTGGGCACGATATGCAG
YABBY1 TGGTGAATGTGCCAAACAAT
GCTTGGTGAAAAGGAGCAAG
YABBY2 AATTTTCGCGGTCAGTGTTC
AGTTTTCGCGGAAGCTCATA
YABBY3 ATCAAGGACGAAATCCAACG
GGCATCAGTCCAAAGTGGAT
YABBY4 ATCACATCAAAGGGGACCAA
CGAGTACGCAATGGCCTTAT
YABBY5 GAGCCTAATGACCGAACAGG
CTCTGCCGCTTCTCTGAAGT
YABBY6 TCTGTTCATCACTGGCTTCG
CGTGTTGCAGAAGTTGCAGT
YABBY7 CACAGCTGCTAAAAACTGGG
CTGGACAGCTACAACTTGGA
Ub GTCTGATCTTCGCTGGCAAGCAGC

GCATACTGCTGTCCCACAGGAAACTG




Table S4: The width of leaf blade in both wild type and srl2 (mm)

WT srl2
before stretched  after stretched before stretched  after stretched
1 11 11.8 6 8
2 11.5 12 4 8
3 12 12 6 8.5
4 13 13 6 9
5 12,5 12,5 4 7
6 12 12 6 9
7 12 12 55 8
8 12 12 6 8
9 12,5 13 4 8.2
10 12 12 4 8
11 13 13 5 8
12 11.5 11.5 5 8.5
13 12,5 13 5 8
14 12 12.8 4 8
15 12 12 3.5 7
16 13 14 5 9
17 11.8 12 5 8.5
18 14 14 5 9
19 12.5 13 5 8
20 11.5 12,5 5 8
21 11 12 5 8
22 12 13 4 7
23 13 13 3 8
24 11 11.5 4 8
25 12 12,5 4 7.5
26 12 13 4 7
27 12.5 13.5 5 8.5
28 12 13 5 8
29 11.5 12 5 8.5

1-29: different rice plants.

Table S5: The height of plants in both wild type and srl2 (cm)

1 2 3 4 5 6 7 8 9 10

WwT 782 795 813 786 784 812 781 792 821 792
srl2 56.1 552 572 543 565 56.7 574 551 552 543

1-10: different rice plants.



Table S6: The length of internode in both wild type and srl2 (cm)
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WT srl2

| III 1Y I II I v v
27.7 128 8.5 6.7 22 17.8 7.5 41 25 15
27 8.2 6.8 21 19 4 3.1 13
27.6 8.5 64 24 175 4.2 1.2
26.1 7.2 58 23 16.5 7.2 4 1.2
26.8 8.8 6 2.2 17 8 38 25 11
275 121 8.1 65 18 20 8.5 55 35 15
27 13.2 8.5 65 22 18 8 56 25 11
285 132 8.5 6.2 24 17.5 7.2 4.2 2 09
26.8 125 7.2 64 25 18 7.8 3 15 1.2
285 124 7.8 65 25 175 7.2 55 35 0.9

1-10: different rice plants. I-V: the 1tto 5 internodes.
Table S7: The number of abnormal small vascular bundles in srl2

No. of abnormal SV

No. of normal SV

No. of total SV
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17
23
18
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18
23
21

22
28
23
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26

A-G: different rice plants. SV: small vascular bundles

Table S8: The number of cell in each internode in both wild type and srl2

1
2
3

4

WT
[ II [II v Vv
3523 1991 1545 924 560
3796 1845 1436 899 768
3633 1874 1508 927 731
3881 2008 1568 1001 677

sri2
I II I IV \4
2591 1385 1045 555 240
2456 1503 1080 600 280
2501 1488 1150 515 300
2602 1550 1050 650 326

1-4: different rice plants. I-V: the 1tto 5™ internodes.

Table S9: The number of large vascular bundles and small vascular bundles
in both wild type and srl2
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WT sri2
No. of LV No. of SV No. of LV No. of SV
12 38 10 22
11 33 10 28
12 34 9 23
11 34 10 28
11 33 10 23
11 28 10 28

1-6: different rice plants; LV: large vascular bundles; SV: small vascular bundles.

7



