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Legend to Figure S1. Database extension with the NG17 database improves score values of
unrelated N. gonorrhoeae isolates but does not influence score values of N. meningitidis
isolates. Circles represent score values of individual isolates; a solid line connects each score
value of an isolate analyzed with the 5627 and the 5627+ NG17 database. A. Database versus
score value of best database match (with N. gonorrhoeae MSP in all isolates) among 42 N.
gonorrhoeae isolates. B. Database versus score value of best database match (with N.

meningitidis MSP in all isolates) of 30 N. meningitidis isolates.
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