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Sup. Figure 6
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Sup. Figure 10
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Sup. Figure 12

A

Peritoneal washout

control

MCSF

FSC-H

% BrdU+

250K

200K

150K 4

100K 4

50K 4

90.6
87.1 —>
92.5 93.8
s
352 || "] 37.4
100K
PBS "1MCSF
Ty 0 ey
Ki67
04  P=0.0095 601 p=0.019
5 v °
1 00
o %
o © o
% < . o
2
° 20 (o]
- [}
[ ]
ol—oe 0’_.l_(<l_
) < 0
& 9 & &
X A\

PM
294
343 —_—
38.4
489
—
250K 250K
200K 200K
1o 0.508 || "™ 14.3
]|: 100K 4 100K
3
L *1 PBS "1 MCSF
0 =y e T T O ey T ™Y T
L BrdU
501
o ® PBS
40 O M-CSF
p=0.003
NS o
© 30+
X —
X (0]
> 20- o
(0]
10' .U
0__':' G %P e90
2 24 48

Time (hours)




Sup. Figure 13
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