Supplementary Table 1:

RNAI targets and primer sequences

Primer Target sequence

Human NUP93, siRNA #9 CGGCAGAUGUCAAGGCGUC

Human NUP93, siRNA #10 [ GCUCAAGGAAUAAGCGCAA

Human NUP93, siRNA #11 | AGAGUGAAGUGGGCGGACAA

Human NUP93, shRNA #1 | GCAAGTGAAACAGCGAATTCT

Human NUP93, shRNA #3 [ GGACTCCACGTTCTATCTTCT

Primer Forward sequence Reverse sequence

NUP93_ex2 TTGAAACCTGTCTTTCCCTTG TTCAAGGCAGGAAAGAAGAAAC
NUP93_ex3 TCCAGGTGATGTCTATGGAAAG TATGCTCTGGGTTCCACCTG
NUP93_ex4 GCTCCCAGAATGGAAGAAAC CCCTCATCTGTATACATCTACATTTTG
NUP93_ex5 CCTGAGGGTCATTGTTCTCTG CAAATGCGGCATCCTAAAAG
NUP93_ex6 ATCTCATGCCTGCTCTCTTC TGGCTTAATCCCCCTTAAAATC
NUP93_ex7 CTCCGAGGAAGGAAAGGTTG ATTTCAACCAAATCGGCAAG
NUP93_ex8 GGTCAGAGTGCCACAAAGAAC AGCACACCTAGCCTGAGGAC
NUP93_ex9 TGCCCTTCCAAGCTACAGTG CTGCTCTGGGGGTGTAACTG
NUP93_ex10 GGGGCTTAGCTCGGTTTTAG GAAGGATGCCCCTTTGATTC
NUP93 ex11 GGCTTCCCTGCTTTTATGTG CTATGTGGGCAGGGGAAAC
NUP93_ex12 CCCAGCTCATAACCATAGCC TGGACAAGAGAAGGGAAAGG
NUP93_ex13 ACCAGTGAGCCCCTTCTTTC GGGGACGTGCTGTGGTTAC
NUP93 ex14 GGTTGTGACCCATTCTGACC CACTCACACAGCGCAGAAAC
NUP93_ex15 ACCCGGAAGTTTGAGTCCAC GAAAACCATGGGGAGGAGAG
NUP93_ex16 TTATCCCATTCATCCCATTTG GGGCCCATAATTTTCATTCC
NUP93 ex17 TTTGGATCCTAATTGCTTCTCTG | GGGAGGGTGCTACAACAATG
NUP93_ex18 GTTCTCTTTGGTGGGTAGGG CTTTGGAAAGCTGTCTGCTG
NUP93_ex19 AGGCTGGTCACTGACTCCTG CTGCACTTCAAACACCTTTCC
NUP93_ex20 GAAGCCCTTTGGAGTATGTGAG CTGAAAGGGAACCACTCTGG
NUP93_ex21 TGTTTCAGTGCCATCAGCTC ATGTTTCTCGCGAATGCTG
NUP93_ex22 ACCCATCAGGGATCTGTCC CCCATGTGCCTGATGTACTG




Supplementary Table 1: RNAI targets and primer sequences (continued)

Primer Forward sequence Reverse sequence
XPO5_ex2 TTCCTCTCTTCTTGGAGATTGC CTCAGCCCTCGAAAGGAAAC
XPO5_ex3 GAAGTCACGCTTTGCCTAAAC TTTTGCCCATTCATTGACAG
XPO5_ex4 GAACAGGTTCATTTGTTCTGTTTG CCCTGAAGTTTGTTCCAAGG
XPO5_ex5 AAGATTAATCAAAAACACTCATATTGG GCAACAGAAAATAGCCTTTGG
XPO5_ex6 AGGTCATGGCTGCAGTGAG TTCAAGGGCATTGATTTGTG
XPO5_ex7 CCCAAACCTTTAAATGACTTTCTG TGTTACCGAGGACTTCATGG
XPO5_ex8 CTTACAGAAGATGTCGGTACTTTG CAGGAGACGGAGGTTGTGG
XPO5_ex9 CAGGTTTTGCCACCAAATAAG AAATGGGCTTGAAGCTCTCC
XPO5_ex10 TTCCTCTCCTGCTTTTCTCG CACTACGGTCATTCCCCAAG
XPO5_ex11 CACAGGCTGGTCTCCAACTC TCCAAATCCTTTGACGTTTTC
XPO5_ex12 CAGTGGGTCCACTTTCATCC TCTGCAATGGGAAACTAGGG
XPO5_ex13 CTCTCCAGGATGAGCAAAGC TGATTCCTGTCCTTCCCTTG
XPO5_ex14 TCTGCGATCTTTCAATGCTG CATTTCAGCCTGAGCAACAG
XPOS5_ex15 TAAGTGGAGGCAGCCATTG TGGGCAATGTAGCAAGATCC
XPO5_ex17 AGGGCATACAAGAAACATGG CTACTTCAGCCAGGGTCCAG
XPO5_ex18 CCTTGAGTAAGCCACCTCTCC AACCAAAATGGGTGCTTGAG
XPO5_ex19 ACTCCCACGTTTCTCACCAG GCCTGTTAACTCCTGTGGAAG
XPOS5_ex20 CATTCTCTCTGGCCTCTGTG AAACAACAGAGAAAAGCCATTATTC
XPO5_ex21 AGGCAGGAAGACTGCTTGAG CTGCATCAGATGGAAAAGCTC
XPO5_ex22 TCACGTAGCCAACTGCTTTG ATATGGAGAGGCAGCATTGG
XPO5_ex23 CTTCCAGTTCTGCCTCTTCC AGGGCTGGCAGTAACAGATG
XPO5_ex24 AAGCTCAGAAATGGCCAGAG CATCTGGCAAATCCTTTAGGG
XPO5_ex25 CATCAGGGATGTGGGATAGG TTCATCCACCAAGAAGAGTGG
XPO5_ex26 TCAGTGGATCACTGCTGTCC CCTTCATGGAGTTGGCTGAG
XPO5_ex27 AGACAGGTTGGGATCAGTGG GTATGATGGAGGCACACAGC
XPO5_ex28 ATGGGCATTATGTGGAGGTG CCTGGGCAAGGAGTAAAGG
XPO5_ex29 GGCAACAAAACAAACCCATC TCAGTCTGCATGACCCAAAC
XPOS5_ex30 CCCATTTCTCAGAGATTGCAC GGCCCTAAAGCACAGTTGTC
XPO5_ex31 GCCCATACACATGATTTAAGAAGG CTCAGCCCTCGAAAGGAAAC
XPO5_ex32 TGAGGGCCCAGCATTAATTCT GTGGAAAGTGAGGTGGCAGT




Supplementary Table 1: RNAI targets and primer sequences (continued)

Primer Forward sequence Reverse sequence

NUP205_ex1 GCAGATTCTGGAGCCTTTTG GCCCAGAATTAGGGAAAAGC
NUP205_ex2_1 |[AGATTAAAAAGTAGCTGTGGGTGTAAC |GAAAATTTCTTACCGGATTTTTG
NUP205_ex2_2 |GTGGGAAATGCTCTTTGGAG GCCAGAAGTCCAAGACAAGC
NUP205_ex3 AGGTAACACTTTGGGACCTTG TTTTGCATTATTTTACCACTGTTTC
NUP205_ex4 CCCCTTAAGCCCTGAGCTAC TTCAAATTAACCCCTGAAATCC
NUP205_ex5 GCGTTTGCTATACCTATTATTATGAAG |TGTTTCTGCCTCTGAGATTTG
NUP205_ex6_1 |TCAGAATTCCAGAGGTGACG TGCATCCAGTGAGCCATTAG
NUP205_ex6_2 |GGCTTGCCAGTCACCTTTAG TGCAAACACAGGAACAGAGC

NUP205_ex7 TGCTCAGATTTTCTGACTTTTGG TGCTGTTTCTCATAACAAAATTACC
NUP205_ex8 TGACTTTTCCTCCATGTACTGTG TTTTATTAGTTTCCAAAACATAAAGCTG
NUP205_ex9 CACTTTAAGACAGTTGCCTGATTTC CTGAAATTTTCCAAAGTTAGGG

NUP205_ex10

CCTAACTTTGGAAAATTTCAGGTG

TCATGTTTTCAAGACTCTCTATCACAG

NUP205_ex11

TCTTTATTAGCTAGTCCGTGTTGC

GAACCTAGTTCAAACACCAATGTTC

NUP205_ex12

TTTTAAATAAAATTCTGTGCTGTTTTTC

TGTTTGGGGCTCTTAAAATG

NUP205_ex13

TGGAAAGTCTCATTCTTTTTGTG

AAGCCCAACTTTCCACATTG

NUP205_ex14

GGTCCAGTGGGTGAGGTATG

CAACACTGATCAGAAAACCCTTC

NUP205_ex15

TTTTATTACCAAGTTTTCTTTCTTTTTC

CATGAATTTAGCACCATATACTTTTG

NUP205_ex16

AAGCAAAATGAATTGGGATTTC

TGACAACTTGTTTGAAAGTGACAG

NUP205_ex17

TGCTGTGTCTCTAAATTGAAACTTG

GCTGTTTGCAAGACATGAAGG

NUP205_ex18

AAACTTGTCATTTGTCTTGTTTTCC

TTTACTTCATTTCTCTACCTACAAAGG

NUP205_ex19

CACCAAAAATTTTATCACTGTTCC

TTCGTGGGTAGGTTTTCACC

NUP205_ex20

CGTAAATACCTAAGCAGGTTTGC

TCTCAATTCCTCTTACACCATCAC

NUP205_ex21

TGTAATTTTGTTTTGTGATTTCTGC

TGACCCATCCATCACATTACC

NUP205_ex22

AATGCAGCAATTCTAAAAGAAAAG

CGGATTTTATCCACAAATGAAAG

NUP205_ex23

TAGGTTGCCAAGGACTGTTC

TGTTCTTATAAATACGGGAAAATAATG

NUP205_ex24

TTGTTACATGGGAAAATATCTGTTG

AAGCTTCAGATTTGTGCTTGTC

NUP205_ex25

GCACAGGGCTCTTTGATGTAG

TTTCTATACCAGTTCAGAGTTTGGAG

NUP205_ex26 TCAACTGAATATGATGGCTTGC TCTGAGCCACTTGACACTGC
NUP205_ex27 AATATTTTGGTCTGGAAATTGG TTTTAGTCTTTTCACCAGCAACC
NUP205_ex28 CCTTGTGATTCAATTCCTGTG CCCAATCGAAAATGGAAAAC

NUP205_ex29_1

CACTCTAATTTGCCCTTGTCC

CCTGTCTTCAAAATGAAGTCTAACAG

NUP205_ex29_2

TGTTCACACTGACTGCTCACC

CCACCACCTAGGGAGATTAGG

NUP205_ex30

AGTGGGTTTTGCTTCTATTGG

AAGTAACCATCTCCCAATCCAG

NUP205_ex31_1 |GTGGGCCTTTGTGTACAAGC CAAGCATCTCGACAGACCAC
NUP205_ex31_2 [ AGAAAACCATGTGGGAAAGG CAAGAAATCCACCCACCTTG
NUP205_ex32 TTGGTAGCATCTACATGTTTTGG CAGAATGTATGCCACATTAATTTTC
NUP205_ex33 CCCTTGGACATGATTTCAGC TGACAGGGGCACAGTATGAC
NUP205_ex34 GGAATGTTTTCTCCTTGTTTGG CTCTGCCACAAACATTAGGAC

NUP205_ex35

TTTCTATTCCTCTTCCTTTTCAATG

GGCTCTGTTAGCAGTACCAATTTC

NUP205_ex36

AACAGGTACTTACAGTCTTTGTAAAATC

TGGGGAGGATGGTATATTTTG

NUP205_ex37

GCCTTAAGGACTGATTCCATTC

TAAAAACCTTAGAGAAGTCACATGG

NUP205_ex38

CTTCAAATCTCGATTTTCATGC

AAAAGAAAATACTGCATCTTACTGG

NUP205_ex39

GGAACATTGTTTTATGTCATCACC

CACAGAAGAATCATTCCAATTCC

NUP205_ex40

CATTTATCATGGTGACCTGCTG

TCTCCTTCCACCTGGTTTTG

NUP205_ex41

TTCTTCTCCTCCGAAACTGG

AGCTCTTGATTCACCCAATTC

NUP205_ex43

AGTATTTACATTGAAAGAACCACATTAC

GGAGACAATTCTCCCCAATTC




