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Pokatayev et al., http​://www​.jem​.org​/cgi​/content​/full​/jem​.20151464​/DC1

Table S1, available as an Excel file, shows RNA​-seq data from E18.5 MEF​s

Table S2.  shRNA oligo sequence

Gene name Oligo sequence (5′ to 3′)

CGA​S Fwd ACGAGAGCCGTTTTATCTCGTACCC
CGA​S Rev TGTCCGGAAGATTCACAGCATGTTT
STI​NG Fwd TCAGTGGTGCAGGGAGCCGA
STI​NG Rev CGCCTGCTGGCTGTCCGTTC
MAV​S Fwd CCTCCGGGGACCTCACTCCG
MAV​S Rev TGGGGACTCTGGTGGCTGGG
TBK​1 Fwd CCAGTGGATGTTCAAATGAGAGAAT
TBK​1 Rev TCTAGAACAGTGTATAAACTCCCAC
CXC​L10 Fwd GGGATCCCTCTCGCAAGGACGGTCC
CXC​L10 Rev ACGCTTTCATTAAATTCTTGATGGT
IFI​T1 Fwd ACGCTTTCATTAAATTCTTGATGGT
IFI​T1 Rev TGCTCAGCTGCTCGCTCTGGATCAA
RSA​D2 Fwd AACCTGCTCATCGAAGCTGT
RSA​D2 Rev ATAGTGAGCAATGGCAGCCT
IFI​T3 Fwd TGGCCTACATAAAGCACCTAGATGG
IFI​T3 Rev CGCAAACTTTTGGCAAACTTGTCT
LIN​E-1 5′ UTR​ Fwd GGCGAAAGGCAAACGTAAGA
LIN​E-1 5′ UTR​ Rev GGAGTGCTGCGTTCTGATGA
LIN​E-1 ORF​2 Fwd GGAGGGACATTTCATTCTCATCA
LIN​E-1 ORF​2 Rev GCTGCTCTTGTATTTGGAGCATAGA
Sh-Control (Luciferase) sense CCGG AACTTACGCTGAGTACTTCGA CTCGAG TCGAAGTACTCAGCGTAAGTT TTTTTG
Sh-Control (Luciferase) as AATTCAAAAAAACTTACGCTGAGTACTTCGACTCGAGTCGAAGTACTCAGCGTAAGTT
Sh-mcGAS​ sense CCGG AGGATTGAGCTACAAGAATAT CTCGAG ATATTCTTGTAGCTCAATCCT TTTTTG
Sh-mcGAS​ as AATTCAAAAAAGGATTGAGCTACAAGAATATCTCGAGATATTCTTGTAGCTCAATCCT
Sh-mSting sense CCGGCAACATTCGATTCCGAGATATCTCGAGATATCTCGGAATCGAATGTTGTTTTTG
Sh-mSting as AATTCAAAAACAACATTCGATTCCGAGATATCTCGAGATATCTCGGAATCGAATGTTG
Sh-mTBK​1 sense CCGGCCAGAATCAGAATTTCTCATTCTCGAGAATGAGAAATTCTGATTCTGGTTTTTG
Sh-mTBK​1 as AATTCAAAAACCAGAATCAGAATTTCTCATTCTCGAGAATGAGAAATTCTGATTCTGG
Sh-mMavs sense CCGGGCTCTTTGATACCCTCTCCTACTCGAGTAGGAGAGGGTATCAAAGAGCTTTTTG
Sh-mMavs as AATTCAAAAAGCTCTTTGATACCCTCTCCTACTCGAGTAGGAGAGGGTATCAAAGAGC

All oligos were synthesized by Sigma-Aldrich and subsequently cloned into pLKO​.1 (Addgene). Quantitative PCR​ primers of ISG​s and control genes were previously published (Hasan et al., 2013).
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