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Supplementary Figure S4. Correlation of core NuRD subunit migration profiles
with the bait protein Mta2. iBAQ values were derived for NuRD core subunits and
W(dr5 in each fraction and normalised to the bait protein Mta2. The analysis was
performed in a representative benzonase-treated replicate. A, Mtal, Mta2, Mta3,
Hdac1-2, Mbd3. B, Chd4, Gatad2a, Gatad2b, Rbbp4 , Rbbp7. C, Wdr5, with Hdacl
and Mta2 as reference.



