Supplementary information, Figure S2
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Figure S2 DNA methylation and small RNA levels at DAE loci. (A) IGV genome

browser screenshots showing the DNA methylation levels at HEI10. (B, C) Individual
locus bisulfite sequencing to validate the DNA methylome data at DAE2 and DAE3.
(D) IGV genome browser screenshots showing the DNA methylation levels at DAE26,
DAE41 and DAE45. (E) Small RNA Northern analysis using DAE26-, DAE41- and
DAE45-specific probes in plants of the indicated genotypes. miR171 served as a

loading control.



