Figure e-7: Locuszoom Plots of genome-wide-significant signals in the discovery sample ((A) ABO, (B) HDACY, (C) PITX2 and (D)
ZFHX3). Genomic position is depicted on the x-axis. The y-axis shows the -1og(10) of the p-value. The SNP given is the new lead
SNP in the trans-ethnic meta-analysis. Purple diamonds display the previously published lead SNPs. (see Table 1)



Figure e-7 (A)

Plotted SNPs: I INMENENN 0 O N D 0 D OO | || NN NOONNEE

10 @ | 100
0.8
0.6
g rs532436 0a |1 80
0.2 -
@
Q
o
—_ 3
3 6 - 60 &
© )
1 ® 5
= P -
= QL
c" —
o [
T4 ) - 40 g
g

< AK8 GFl1B—> CEL—> < GBGT1 <ABO <-MED22 ADAMTS13—>  ADAMTSL2—>  DBH—>
H —a i 3] — m - HHH— - HEH 15 genes
C9orf9— GTF3C5— <= O0BP2B <-SURF6 <—REXO4 < TMEMSC <-SARDH| omitted
HHI ] " = [T HH HH—
| I I I
135.8 136 136.2 136.4

Position on chr9 (Mb)



Figure e-7 (B)

Piotted SNPs |1 |11 A O 0 N W O AR WA N i

12

—log4o(p—value)

rs57301765
L

0.8

— 100

e TMI/ISTT

- FE{?DSL

| T
19 19.2
Position on chr7 (Mb)

19.4

(QN/N2) 1.l uoneUIqIOISY



Figure e-7 (C)

Piotted SN P [IEEHNINESEMANHA ) 0 O M 0 0 O 0 T |

-logyo(p—value)

10

0.8

rs2723334

=100

ENPEP—
L e I

= PITX2
=

1114

1116

111.8
Position on chr4 (Mb)

112

(QI/N0) 8rel uoneuIquIooaY



Figure e-7 (D)

Piotted SN P 1 81NN M) 00 0 0l L O O NN N

10 —

-logyo(p—value)

rs12932445

0.8
0.6
0.4
0.2

=100

— 80

< ZFHX3

HTA— LOC100506172—
! 1 [

I
73

I I
73.2 73.4

Paosition on chr16 (Mb)

(QI/N0) 8rel uoneuIquIooaY



	Blank Page

