S2 Table. Functional annotation of putative microRNA-196a2 target genes in KEGG pathways

KEGG Pathway Gene Name Found -In(p- Ensembl Gene ID KEGG
Genes wvalue) Pathway
D
Focal adhesion MAPKS, PDGFRA, FLNB, ROCK1, COL3A1, (6 12.14 ENSGooooo107643, hzao4sio
COL1A2 ENSGooooo134853,
ENSGooooo136068,
ENSGoooooob7goo,
ENSGooooo168542,
ENSGooooo164692
Type |l diabetes mellitus MAPKS, ABCCE 2 5.24 ENSGooooo107643, hsaogozc
ENSGooo0o0006071
Adipocytokine signaling pathway (MAPKS, ACSL6 2 2.7 ENSGooooo107643, hsaoggeo
ENSGooooo164308
ECM-receptor interaction COLzA1, COL1A2 2 2.27 ENSGooooo168542, hsaossi2
ENSGooo0oo164602
Colorectal cancer MAPKS, PDGFRA 2 2.09 ENSGooooo107643, hzaosaie
ENSGoooo0134853
ErbB signaling pathway MAPKS, ABL2 2 2.02 ENSGoo000107643, hsaogoiz
ENSGooooo143322
TGF-beta signaling pathway ROCK1, ACVR=B 2 1.96 ENSGoooooob7o00, hsao43so
ENSGoo0o00114739
Requlation of actin cytoskeleton |PDGFRA, ROCK1, DIAPHz2 3 1.77 ENSGooooo134853, hsaosBio
ENSGoooooob7goo,
ENSGooooo147202
Aminophosphonate metabolism [PCYT1iE 1 1.69 ENSG00000102230 hsacoaqo
Chondroitin sulfate biosynthesis |XYLT2 1 1.29 ENSGoo000015532 hsaco3zz
MAPK signaling pathway MAPKS, PDGFRA, FLNB 3 1.22 ENSGooooo107643, hsaogo1o
ENSGooooo134853,
ENSGooooo136068
Axon guidance NTN4, ROCK1 2 1.22 ENSGooooo074527, h=acazbo
ENSGO0o0o0o067900
Tight junction EPB41L2, CASK 2 1.06 ENSGooooooyoBig, hsaogsac
ENSGO0000147044
Cell Communication COL3A1, COL1A2 2 1.03 ENSGooooo168542, hsaoigz0
ENSGooooo1b4602
Alzheimer's disease IDE 1 1.02 ENSGooooo119912 hsaosoio
Whnt signaling pathway MAPKS, ROCK1 2 0.9 ENSGoo000107643, hsao4zio
ENSGoooooo67900
Lysine degradation PLOD1 1 0.64 ENSGoooooo83444 hsacozic
Motch signaling pathway REPJ i 0.59 ENSGooooo168214 h=an43zo
ABC transporters - General ABCCE 1 0.55 ENSGoooooooboyl hsaozo10
Fatty acid metabolism ACSLE 1 0.49 ENSGooooo164398 hsacoor:
Pathogenic Escherichia coli ROCE1 1 0.4 ENSGoooooob7900 h=aos130
infection - EHEC
Pathogenic Escherichia coli ROCK1 1 0.4 ENSGoooooob7900 h=aos13:
infection - EPEC
Calcium signaling pathway PDGFRA 1 0.28 ENSGooooo134853 hsacgezo
Purine metabolism NME4 1 0.26 ENSGo0000103200 hsacoz3c
Insulin signaling pathway MAPKS 1 0.25 ENSGoooo0107643 hsaosgio
Glioma PDGFRA 1 0.23 ENSGooooo134853 hsaogaig
Epithelial cell signaling in MAPKS 1 0.21 ENSGo0000107643 hsaos:20
Helicobacter pylori
Ubiguitin mediated proteclysis  [BIRCE 1 0.2 ENSGooooo115760 hsaogizo
Glycerophospholipid metabolism [PCYT1B 1 0.19 ENSGooooo102230 hsacosfs
PPAR signaling pathway ACSLE 1 0.17 ENSGooooo164398 hsaoz3zo
Glycan structures - biosynthesis (XYLT2 1 0.15 ENSGo0000015532 hsaoiozo
1
Melanoma PDGFRA 1 0.14 ENSGooooo134853 hsaoga:8
Pancreatic cancer AMAPKS 1 0.14 ENSGoo000107643 hsaosziz
Fc epsilon Rl signaling pathway [MAPKS 1 0.12 ENSGooooo107643 hsacgbbs
Meuroactive ligand-receptor GABRA2 1 0.11 ENSGooooo151834 h=acsolo
interaction
Cytokine-cytokine receptor PDGFRA, ACVE2B 2 0.11 ENSGooooo134853, hsaogoto
interaction ENSGoOO00114730
Leukocyte transendothelial ROCK1 1 0.1 ENSGoooooo67900 hsaogbro
migration
Pyrimidine metabalism NME4 1 0.05 ENSGo0000103200 h=aco240
Toll-like receptor signaling MAFPKS 1 0.05 ENSGooooo107643 hsaogbzo
pathway
Prostate cancer PDGFRA 1 0.02 ENSGooooo134853 hsaoza:5
GnRH signaling pathway MAFPKS 1 0.01 ENSGooooo107643 hsaoagiz
Gap junction PDGFRA 1 =] ENSGooooo134853 hsaogsqo




