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Supporting Figures and Tables:  
Figure S1. Primary sequence and topology diagram of human IFITM3 protein. Two 
transmembrane helices (orange cylinder) were predicted by software TMHMM. 
Residues covering the hydrophobic region (from W60 to Y132) were selected for 
systematic EPR studies. 

 

 
 
Figure S2. EPR power saturation curves for IFITM3 L113R1 in DPC micelles. The 
power saturation data was collected under three conditions: molecular oxygen(O2), 
nitrogen (as a control) and the reagent NiEDDA (50 mM). ΠO2 and ΠNiEDDA values 
from fitting were presented. 

 
 
  



Figure S3. Backbone resonances assignmentof IFITM3 on two dimensional 1H-15N 
correlation spectra in DPC detergent micelles.  

 
 
Figure S4. Two dimensional 15N-1H TROSY spectra of single amino acid selectively 
labeled IFITM3 in detergent micelles. 

 
 
 
 



Figure S5. Structure superimposition of the final 10 conformers with the lowest 
energy and best convergence of the N-termini truncated IFITM3(form W60 to A131). 

 
 
 
 
 


