H3 H4 HS

* YEMTPELEDLTEKVRKAHQETFPSLCQLGKY TTNNSRDARVELDERLWDKFSELSTKCLIKIVEFAKRLPGFTELTIADQITLLKAACL
» YEMTPELEDLIEKVRKAHQE TFPSLCQLGKY T TNNSSPQRVELDCLWOKFSELSTKCLIKTVEFAKRLPGF TILTIADQLTLLKAACL
> YEMTPELEDLIEKVRKAHQETFPSLCQLGKY T TNSSADHRVALDL GLWDKF SELATKCIIKIVEFAKRLPGF TSLTIADQITLLKAACL
* YEMTPELEDLIEKVRKAHQETFPSLCOLGKYTTNSSADHRVQLDLGLWDKFSELATKCIIKIVEFAKRLPGF TSLTIADQITLLKAACL
* YEMTPELEDLIEKVRKAHQETFPSLCOLGKYTTNSSADHRVQLDLGLWDKFSELATKCIIKIVEFAKRLPGF TSLTIADQITLLKAACL

 YELSEELEELVNKVSKAHQETFPSLCOLGKYTTNSSADHRVQLDLGLWDKFSELSTKCIIKIVEFAKRLPGF TTLTIADQITLLKAACL

7 YEMSPELEE IQKVSKAHQETFPSLCQLGKYTTNSSADHRVQLJLGLWDKFSELATKC KIVEFAKRLPGFTTLTIADQITLLKAACL

H5 $ i H8 H9
DILILRICTRYTPEQDTMTFSDGLTLNRTQMHNAGFGPLTDLVFAFANQLLPLEMDDTETGLLSAICLICGDRQDLEEPEKVDKLQEPL
> DILILRICTRYTPEQDTMTF SDGL TLNRTQMHNAGF GPLTDLVFAF ANQLLPLEMDD TEAGLL SALCLICGDRODLEEPEKVDKLQEPL
- DILILRICTRYTPEQDTMTF SDGLTLNRTQMHNAGF GPLTDLVFAFANQLLPLEMDDTEAGLLSAICLICGDRADLEEPEKVDKLQEPL
« DILILRICTRYTPEQDTMTF SDGLTLNRTQMHNAGF GPLTDLVFAFANQLLPLEMODTEAGLLSAICLICGDRADLEEPEKVDKLQEPL
s DILILRICTRYTPEQDTMTFSDGLTLNRTOMHNAGF GPLTDLVFAFANQLLPLENDDTEXGLLSAICLICGDRODLEEPEKVDELQEPL
« DILMLRICTRYTPEQDTMTF SDGLTLNRTQMANAGF GPLTDLVFAFAGQLLPLEMODTETGLLSAICLICGDRMDLEEPEKVDKLQEPL

DILMLRICTRYTPEQDTMTFSDGLTLNRTQMHNAGFGPLTDLVFAFAGQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEPL

270 275 280 285 290 295 300 305 310 315 320 12 325 330 335 340 345 350 355

LEALKlYVRﬁRRPNKPHMFPKMLMKITDLRGISAKGAERVITLKMEIPGSMPPLIQEMLENSDGQ
> LEALKIYVRKRRPNKPHWFPKMLMK LTOLRCISAKGAERVI TLKMEIPGSNPPLIOEMLENSDGE
- LEALKTYVRRRRPNKPHMFPKMLMK LTOLRGISAKGAERVITLKMEIPGSMPPLIQEMLENSDGE
« LEALKTYVRRRRPNKPHMFPKMLMK LTOLRGISAKGAERVITLKME IPGSMPPLIQEMLENSDGE
s LEALKTYVRRRRPNKPHMFPKMLMK LTOLRGISAKGAERVITLKME IPGSMPPLIQEMLENSDGE
» LEALKIYARRRRPNKPHMFPRMLMK LTOLRGIS TKGAERALTLKME IPGPMPPLIRENLENPEAF
» LEALKIYARRRRPNKPHWFPRMLMK LTOLRGIS TKGAERALTLKMEIPGPMPPLIRENLENPEAF

360 365 370 375 380 385 390 395 400 405 410 415




