
T
h

e
 J

o
u

r
n

a
l 

o
f 

E
x

p
e

r
im

e
n

t
a

l 
M

e
d

ic
in

e

S17JEM﻿﻿

SUP​PLE​MEN​TAL MAT​ERI​AL

Masuda et al., http​://www​.jem​.org​/cgi​/content​/full​/jem​.20151289​/DC1

http://www.jem.org/cgi/content/full/jem.20151289/DC1


T cell fate decision by Stat3-stabilizing Arid5a | Masuda et al.S18

Figure S1.  Sequence of the mouse STAT3 3′UTR (902–1895). The compartment of the STAT3 3’UTR (902–1458), (1449–1792), (1698–1895), or 
(1773–1895) was indicated at the arrow in green, red, blue, or brown, respectively.
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Table S1.  Comparison of STAT3- or STAT1-controlling gene expression between Arid5a-deficient T cells and WT T cells under Th17 cell con-
ditions

Gene symbol Gene expression (relative)

KO/WT
Stat3 −3.3
Rorα −2.6
Rorc −2.3
Batf −2.3
Ifnγ 1.2
Icos 1.2
Tbx21 1.3
Stat1 1.3
Irf1 1.4
Il10 3.1
Maf 3.9

Gene expression analysis of CD4+ Arid5a-deficient T cells or WT T cells differentiated for 48 h under Th17-polarizing conditions. Level of gene expression in Arid5a-deficient T cells was 
compared to that in WT T cells. Data are representative of three independent experiments. If KO/WT < 1, the value was shown in (WT/KO).


