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Supplementary Figure S1. Expression of Sox17 in the uterine endometrium.  
(a, b) Fluorescence emitted from GFP is shown in green at lower magnification (a) and 
higher magnification (b). Nuclei are stained with Hoechst (blue). (c–f) 
Immunohistochemistry of Sox17 (c, e) and Sox7 (d, f) in the uterine endometrium at 
DOP 4. Crypt formation was more advanced in (e, f) than in (c, d). Abbreviations: le, 
luminal epithelium; ge, glandular epithelium; b, blastocyst; and bv, blood vessels. Scale 
bars, 100 µm. 



 

 

 

 
Supplementary Figure S2. Quantitative RT-PCR analysis of the expression of 
Sox17, Sox7, and Sox18 mRNAs in the oviduct and uterine tissues. 
(a–c) Standard curves of the genes examined by real-time PCR. Complementary DNA 
was reverse transcribed from total RNA isolated from the uterine tissue and used as a 
template. (d–f) Relative expression levels of Sox17 (d), Sox7 (e), and Sox18 (f) 
transcripts in WT oviduct and uterine tissues at DOP 4, as determined by real-time 
RT-PCR. Relative expression levels (2-ΔΔCT) were analysed by the comparative CT 
method (mean ± standard error of mean [SEM]). Gapdh was used as an internal control. 
The uterus was used as a calibrator. 


