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Figure S1.

Electrophoretic karyotypes of the 9 L. quebecensis genome strains.

The type strain was previously cited as LL11_022T. 

Overall the L. quebecensis strains harbor highly conserved karyotypes with some variation seen in the largest chromosome.



−4 −2 0 2 4 6

−4
−3

−2
−1

0
1

2

Dim 1 (43.30%)

D
im

 2
 (2

1.
63

%
)

Normalized
growth ratio

2

0

So
rb

ito
l (

2%
)

M
an

no
se

 (2
%

)
An

is
om

yc
in

 (2
0 

μg
 / 

m
L)

Be
no

m
yl

 (5
00

 μ
g 

/ m
L)

SD
S 

(0
.2

 %
)

Et
O

H
 (1

5 
%

)
Be

no
m

yl
 (2

00
 μ

g 
/ m

L)
Ac

et
at

e 
(2

%
)

D
M

SO
 (6

 %
)

Fo
rm

am
id

e 
(4

%
)

N
aC

l (
1 

M
)

G
al

ac
to

se
 (2

%
)

N
ys

ta
tin

 (1
0 

μg
 / 

m
L)

An
is

om
yc

in
 (1

0 
μg

 / 
m

L)
Et

O
H

 (2
%

)
Xy

lo
se

 (2
%

)
R

ib
os

e 
(2

%
)

G
ly

ce
ro

l (
2%

)
G

lu
co

se
 (2

%
)

Fr
uc

to
se

 (2
%

)
Su

cr
os

e 
(2

%
)

LL2013_164
LL2011_022T

LL2012_078
LL2013_162
LL2012_083

LL2012_073
LL2012_068

LL2012_095
LL2012_118

LL2013_164 S

LL2011_022T S

LL2012_078 G

LL2013_162 S

LL2012_083 G

LL2012_073 G

LL2012_068 G

LL2012_095 S

LL2012_118 S

A

B

Figure S2.

Phenotypic diversity among the 9 L. quebecensis strains on 21 media types. 
(A) Heatmap of the 9 strains were grown in 21 different media types including multiple carbon sources 
as well as other compounds that induced stress on various cellular functions.
(B) A PCA analysis of the 9 L. quebecensis isolates analyzed.


