Figure S5

Repetitive sequences
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Figure S5. Ds integrations show varying preferences for different
repetitive elements. Fold enrichment values for various repetitive elements.
Ds, Tol2 and MMLYV integrations are less likely to occur in regions with DNA
transposable elements (DNA) and repeat sequences of low complexity (e.g.
CT or G rich). Ds integrations show preference for LTR and SINE sequences.
Fold enrichment values +/- standard error (n=1000).



