60405 1000000~ 1000000~
7s0000-] 750000
e
g DM.TLeMy § DMR2_only € DMR1_only
3 B g B 2 | B2y
sooono-] so0000-]
20005
2s0000-] 2s0000-]
covtn-] o o
r T T 7
o T oz e
DMR1
364949163 253114842
o]
1o00000-]
6e+05—
P
3
b g o :
530—{
g EE%%M” ger0eT] FiINon-single CpG E
€ o S on—single Cp g
38 Bz Rl 8 [iSingle CpG 8
Vit Dt s
so0000-] iR RS 8
Aoy oo
=
26405
250000—{ 10—
0e+00—
7 ! NonSir II DMRs NonSir ! DMR: Sir \IDMR Sir \IDMR
| | | o s (onSingle_DMRs NonSingle_DMRs  Single_DMRs  Single_DMRs
oAt oRe e
4e405—]
1S DMR_only
3 iShareu
(8] VMR_only
26405
0e+00—]




Figure S14. Comparison between methylCRF predicted VMRs and WGBS predicted DMRs.

A

Overlap between dynamic CpGs identified from WGBS data and variably methylated
CpGs identified from methylCRF.

Overlap between regions of VMRs and DMRs. VMR refers to the regions defined in this
study. DMR1 refers to the regions defined by Ziller et al. and DMR2 by Schultz et al.
Overlap between bases covered by VMRs and those by DMRs.

Number of regions in each study that overlap with regions defined in none, one or two of
the other studies. DMR1_DMR?2 indicates overlap between the two studies. DMR1_only
indicates regions that are only found in Ziller et al. Shared indicates regions overlap with
both other studies.

Number of DMRs and VMRs with single CpG and more than one CpG. Only DMRs
defined in Ziller et al. was used for analysis in panel E, F, G and H.

Median read coverage for each WGBS library on CpGs in single CpG DMRs
(Single_DMRs) or non-single CpG DMRs (NonSingle_ DMRs).

Overlap between bases covered by non-single CpG VMRs and non-single CpG DMRs.
Overlap between regions of non-single CpG VMRs and non-single CpG DMRs.



