
Figure S3. A complete browser view of the example in Figure 1D. 

Shown is the proximal methylation landscape around HOXA7. HOXA7 was shown to play a role 

in repressing genes associated with keratinocyte differentiation (La Celle 2001). The browser shot 

shows specific low methylation near HOXA7 gene in keratinocyte and high level of methylation in 

other skin cell types. The order of 54 methylCRF tracks follows the ID numbers listed in 

Supplemental Table S1 for all the complete browser views. 
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