Figure S1. Methylation at cg23161492 versus mRNA expression of ANPEP.
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Methylation cg23161492

Gene expression is residual expression after adjustment for age, sex, batch effects, measured
blood cell counts, fasting state and RNA quality score. DNA methylation is residual methylation
after adjustment for age, sex, measured white blood cell counts and batch effects. The estimate is
the change in the residuals of gene expression per residual increase of DNA.



