Rosa26-targeted sheep gene knock-in via CRISPR-Cas9 system
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Supplementary information

Table S1. Sheep Rosa26 sequence

GTCGTGAGGGTAGGTCTCTCTTTTCTGTTGGACCCTTACCTTGTCCCAGGCCTGGGCCCGGGCTGCGGCGCAC

GGCACTCCCGGGAGGCAGCAGGACTCGAGTTAGGCCCAACGCGGCGCCACGGCGTTTCCTGGCCGGGAATGG

CCCGTGCCCGTGAGGTGGGGGTGGGGGGCAGAAAGGCGGAGCGAGCCAAAGGCGGGGAGGGGGAAGGGCLC

AGGGAAGGAGGGAGGGCCGGCACTACAGTGTTGGCGGACTGGCGGGACTGGGGCTGCGTGAGTCTCTGAGC

GCAGGCGGGCGGCGGCCGCCCCTCCCCCGGCGGLCGGCGGCGGCGGCGGTAGCAGCTCACTCAGCCCGCTG

CCCGAGCGGAAACGCCACTGACCGCACGGGGATTCCCAGCGCCGGCGCCAGGGGCACCCGGGACACG e

CTCCCGCCGCGCCATTGGCCCCTCCGCCCACCGCCCCGCACCCATTGGCCAACTCGCTGCCAATCAGCGGAA

GCCGCCGGGGCCACCTAGAGAAGAGGCTGTGCTCTGGGGCTCCGGCTCCTCAGAGAGCCTCGGCTAGGTAGG

GGAGCGGAACTCTGGTGGGAGGGGGTCCGGCGGATTGGTGGGGGGATGGGTGGCTGAGGTCGTCTGGCCGG

TATCTGGGGGTCGCCTTCCCCGGTGGGAAGACGGGAGCATAGCGTTTGTTACGCTGAAAGGGAAAGAGGTGGT

CAGAGGCAGGCGAGAGTGCGGCCCCCCTTGCGGCAACCGAAGGGGGAGGGAGAAGGGAGCGGAAAAGGCTC

GAATCCGGACGGAGCCATTGCTCCTGCAGAGGGAGGAGCGCTTCCGGCTCTTGTCTTGTCACTGATTGGTTGC

TGCTCCTCCCGCCGTGTGTGAAAACACAAATGGCGGGTTTTGGTTGGAGTAAAGCGCCTGTCAGTTACAGCCTC

GGGAGTGCGCAGCCGCCTAGGGACTCTCGCTTTGCCCACTGGGTGGGTGCTTAGGTAGGTAGGGTGGAGAGA

GACTTGGATGAGCAGGCGCGGTCGGCCTCCCACGGGGAGGTAGGGGTGGGGGTGGGAAGGGAGGGTCAGTG

AAAGTGGCTTCGCGCGGGCGTCCTACCACCCTCCCCTTCCTTCGGGGGAGTCGGTTTACCCGCCGCCTGCTTG

GCTTCGGCATCTGATTGGCTGCTGAAGCTCAGGGAACGGCCCCTTGTTATTGGCTCGGGTCCCAAATGAGCGA

AACCACTGCGCGGGTCGGCGGGGAGGCGGTCGTTGGTACGGTCCTCCCCGAGACCCAGCGCCCCAGTGTCTG

GCCCCGGGCCCCTGCGCAACGTGGCAGGAAGCGCGCGCTGGAGGTGGGGGCGGACTGCCGGGCCGAGGATT

CTGGGTGGTGGCGATTTCGGCTCCGCCCTGGGCGCCCGCTGCCTGAAGGACAAGACTAGCCCGACCTGCTCC

TGGACCCGTGGGGCTGAAGGGAGGAGTGGGGGTCGGTGCCGCTGGCTTGTGGGTGGGAGGTGCATGTTCTCC

AAAAATCGGCGCGAGCTGCAATCCTGAGGTGGCTGCAGTGGAGGAGGCGGAGAGAAGGCCGCACCCTTCTCA

GCAGGGGGAGGGGAGTGCCGCAATACCTTTATGGGAGTTCTCTGCTGCCTCCTGCCTCCTAAGGACCGCCCTG

GGCCTAGAAGAATCCCTCCCTCCCCCGCGATCTCGTCATCGCCTCCATGTCGAGTCTCTCCTCGATTATGGGCG




GGATTCTTTTGCCCAGGCTTAACCTTAATCCTGGGCGTTGTCCTGCAGTGGATCCAGCAGGTATAAGATTTAGAG

GACGAACCCAATTTCTTTATCTTCCCACAGACTTGAGTTTGTGTCACAAAATAATTATAATGGGGTGGTGGAGTG

AAATGAAGTCCAGGCAACACCTGGGACTGATTTTATGCAGCGAGACTGCGTGTTACTACTTAACATCCTTTTGTT

GCATTTTTTCCAGGAGATTGAGAGAGAGGTTAAAAGCTTGATCTCCTGAGTTTTATACTCTCCCCGTTTGAGACA

GTTGAGAAATAGGTTAAAGGCATGATCTCTTGAGTTCCCCATTTGAGACCGTTGCTACACCGCCAAAACAGAGC

GTCTTAGATTAGATCTTAAAAATTTAATTCCCCACCCTTGCATTCTCAGAGTCAGGCCTTTTAGCAACTCTCACTC

ATACTTTCAGCCCATTTTCTGTTTGTTATACTTGCTCAGCCTGTCCCAGTCATACCATTGGCTTTCTCCTCTCCTG

TTTTTGGTATCCCGGTGAGTCATGAAACTAGACAGGTTTCACCACCAATTAAGGCTACCTAGCTCGAGCATAGGC

TTCACTCTTGCCCAGCAATGCGTTTATTCCTCTTTTATGGATATTCTTGAGTCTTTACCTTGATATTCATTTAATTTT

TTAACCTCAGCTGGGATTCTACTGTCCCTCTTAGTAGTCCAGATGATCTTGACTACTGCTTTGCTGAGAACTGGA

CGTGAGGTTCAGCAGCATCTCTTTTATATCCTTAGAATACCTTTCAATCCATTTTCATTGATATGCTCATCAGTTAG

TAATCAAGCTCAGTTGCCATAAGGCTAGTATCCTCCGAACTAGTATCTCTTGTGTCTGGTATCTGCTGATACAACT

TTCATGTGTCCAGGACAGTTGTTCTCATACAAAGATACAGCATGGAAGTAACTGATCAACTCCTTTACTGGGTGG

TAACTACTGACAGGATGAATTCCATCATCACAAACGTGATGTG

Figure SIA Region conserved among mouse, rat, human ,pig and sheep Rosa26
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Figure S2 Targeting vector information.
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Table S2. tGFP sequence

CTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTAC

GGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAG

TAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATC

AAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAG

TACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTCGAGGTG

AGCCCCACGTTCTGCTTCACTCTCCCCATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTTATTTATTTTTTAAT

TATTTTGTGCAGCGATGGGGGCGGGGGGGGGGGGGGGGCGCGCGCCAGGCGGGGCGGGGCGGGGCGAGG

GGCGGGGCGGGGCGAGGCGGAGAGGTGCGGCGGCAGCCAATCAGAGCGGCGCGCTCCGAAAGTTTCCTTTT

ATGGCGAGGCGGCGGCGGCGGCGGCCCTATAAAAAGCGAAGCGCGCGGCGGGCGGGGAGTCGCTGCGACG

CTGCCTTCGCCCCGTGCCCCGCTCCGCCGCCGCCTCGCGCCGCCCGCCCCGGCTCTGACTGACCGCGTTACT

CCCACAGGTGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCTGTAATTAGCGCTTGGTTTAATGACGGCTTGTT

TCTTTTCTGTGGCTGCGTGAAAGCCTTGAGGGGCTCCGGGAGGGCCCTTTGTGCGGGGGGAGCGGCTCGGGG

GGTGCGTGCGTGTGTGTGTGCGTGGGGAGCGCCGCGTGCGGCTCCGCGCTGCCCGGCGGCTGTGAGCGCTG

CGGGCGCGGCGCGGGGCTTTGTGCGCTCCGCAGTGTGCGCGAGGGGAGCGCGGCCGGGGGCGGTGLCCCCG

CGGTGCGGGGGGGGCTGCGAGGGGAACAAAGGCTGCGTGCGGGGTGTGTGCGTGGGGGGGTGAGCAGGGG

GTGTGGGCGCGTCGGTCGGGCTGCAACCCCCCCTGCACCCCCCTCCCCGAGTTGCTGAGCACGGCCCGGCTT

CGGGTGCGGGGCTCCGTACGGGGCGTGGCGCGGGGCTCGCCGTGCCGGGCGGGGGGTGGCGGCAGGTGGG

GGTGCCGGGCGGGGCGGGGCCGCCTCGGGCCGGGGAGGGCTCGGGGGAGGGGCGCGGCGGCCCCCGGAG

CGCCGGCGGCTGTCGAGGCGCGGCGAGCCGCAGCCATTGCCTTTTATGGTAATCGTGCGAGAGGGCGCAGGG

ACTTCCTTTGTCCCAAATCTGTGCGGAGCCGAAATCTGGGAGGCGCCGCCGCACCCCCTCTAGCGGGCGCGG

GGCGAAGCGGTGCGGCGCCGGCAGGAAGGAAATGGGCGGGGAGGGCCTTCGTGCGTCGCCGCGCCGCCGTC

CCCTTCTCCCTCTCCAGCCTCGGGGCTGTCCGCGGGGGGACGGCTGCCTTCGGGGGGGACGGGGCAGGGCG

GGGTTCGGCTTCTGGCGTGTGACCGGCGGCTCTAGAGCCTCTGCTAACCATGTTCATGCCTTCTTCTTTTTCCTA

CAGCTCCTGGGCAACGTGCTGGTTATTGTGCTGTCTCATCATTTTGGCAAAGAATTACAACC




Figure S3. The PCR result of the tGFP gene knock in sRosa26 locus
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Figure S4.The sRosa26 locus sequencing of tGFP-KI sheep.
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