S1 Table. PCR Primers

Primers Sequences (5’ - 3’)
Setdbl-F1 ERAcEEenECIUREERmErrauRE
Setdbl-R1 CATCTTGTTTCGGTTCTCAGGGTC
Setdbl-F2 GGTCCGTGAAGCACAGAGCTCACG
Cre-F GCAAGTTGAATAACCGGAAATGG
Cre-R GCAATTTCGGCTATACGTAACAG
IAP-F AAGCAGCAATCACCCACTTTGG
IAP-R CAATCATTAGATGTGGCTGCCAAG
Linel-F GAGACATAACAACAGATCCTGA
Linel-R AT e G E IR aC e
MusD-F GTGGTATCTCAGGAGGAGTGCC
MusD-R GGGCAGCTCCTCTATCTGAGTG
MTA-F ATGTCTTGGGGAGGACTGTGGAAG
MTA-R AGCCCCAGCTAACCAGAACTACAG
Setdbl-F CTTGGGAGGACATAGAAGATAG
Setdbl-R TTTTGTCATCCAGAAAGAGG
Cdcl4b-F CAGCCTATATTCCTTTCAGAG
Cdcl4b-R TACTGCATTGCCTTCTTTAC
Cdc25b-F GAGTGATTTAAAGGATGACGAG
Cdc25b-R ATGATGAGATCCTGTTCCTC
Bublb-F TTGGACAGAACAGAACTACC
Bublb-R AATGTCCCAATTTGATCCAG
Ppp2cb-F ACAGCTTTAGTAGATGGACAG
Ppp2cb-R CATAAGAGATCACACATTGGG
Cdk1-F PR G C TR G BTG
Ccdk1-R GAGAGATTTCCCGAATTGCAGT
Ccnbl-F CEE L EERCACIIR,
Ccnbl-R CCRNCC I E CHn CCET
Wee2-F AGAGAATTACCAACACCTCC
Wee2-R CraeremmennEcnces
Fzrl-F GAAGGGGACTCAGTGACTTCC
Fzrl-R CACGGCTACCAGATGACAACT

Cdcl1l4b-R1-F GGTCGCCAGCACGCTTTCTGCCCG
Cdcl4b-R1-R AGGAGGGATGTTCCGTGGAGCTTC
Cdcl4b-R2-F AGCAGACACACAGAATTCCACTTG
Cdcl4b-R2-R GTAAGTAGCAAAGGGTCTTATAGC
Cl243A-F CAATCACAGTgcCAGCCCCAACCTGTTTGTC
Cl243A-R GTTGGGGCTGgcACTGTGATTGAGGTAGCG

Applications

Setdbl genotyping
WT: 249 bp,
Setdbl'°*: 478 bp
Setdbl1?’°*: 403 bp
Cre genotyping
Cre: 367bp

IAP gRT-PCR
Linel gRT-PCR
MusD gRT-PCR
MTA gRT-PCR
Setdbl gRT-PCR
Cdc14b gRT-PCR
Cdc25b gqRT-PCR
Bublb gRT-PCR
Ppp2cb gRT-PCR
Cdkl gRT-PCR
Ccnbl gqRT-PCR
wWee2 qRT-PCR

Fzrl gRT-PCR

Cdcl4b R1 region
ChIP-gPCR

Cdcl4b R2 region
ChIP-gPCR

Primers for Setdbl
Cl243A mutation



