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Table S1. Bacterial strains, plasmids, and oligonucleotides used in this work 

Strain, plasmid or 

oligonucleotide 
Description    Reference or sourcea 

Caulobacter crescentus 

NA1000 synchronizable derivative of CB15 
Evinger and Agabian, 

1977 

MM80 NA1000 ΔCC0517 This Work 

MM85 NA1000 ΔspdR This Work 

ΔcspD NA1000 ΔcspD 
Lang and Marques, 

2004 

SP0200 NA1000 spoT Da Silva et al., 2010 

Escherichia coli 

DH5α 
(Φ80lacZΔM15) hsdR17 recA1 endA1 

gyrA96 thi-1 relA1 
Hanahan, 1983 

BL-21 E. coli B F– dcm ompT hsdS(rB–mB–) gal Stratagene 

S17-1 294::RP4-2(Tc::Mu)(Km::Tn7) Simon et al., 1983 

Plasmids 
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pGEM cloning vector, Apr Promega 

pET28a expression vector, Kanr Novagen 

pRKlacZ290 
Reporter vector for transcriptional fusions to 

lacZ, Tetr 

Gober and Shapiro, 

1992 

pNPTS138 Suicide vector, containing oriT sacB, Kanr D. Alley, unpublished 

pCA50 
expression vector pET28a containing the 

spdR gene 
This Work 

pCA60 pRKlacZ290 with the spdS regulatory region This Work 

Oligonucleotides 

AUTO-1 CGAATTCCTTCGGCACATAGGGGGCCG 

HIST-1 CGGATCCGGCCGCAGAATTGTCCAGAAT 

HIP-1 GCCGGCTCAAGCTTTCGCCG 

HIP-2 GGGATCCCGATGCGGCGCGAGCGTTGG 

HIP-3 GGGATCCCAGAGCCTGACCCGCTTCCTC 

HIP-4 CGAATTCGCGCAGAAACTACGCCGTGC 

RR1 CGGGCCCCCAACTCCAATCTGCTGTGG 

RR2 TGGATCCTCCGCCATAAAAGTCAGCGC 

RR3 CGGATCCAGAAGCGTTTAAGTTGCTCCCTC 

RR4 AGAATTCGTTTGAATTATAATCGGGAGGA 

RT CC_0247 Forward ATGCTGTTCTGGACATGCGGCT 
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RT CC_0247 Reverse TGTTGCCATAGCCCGTCAGCAT 

TGGCGGACGAATTCAACATC 

AACGAGGACAGCTTGGAGAA 

AGCCCTACAAGTCGAGCAAC 

CGCTGCAGGATGTAGTTGGA 

TGTCTGAAGAGTACGCCAACG 

AAGCGCGTAGAGAAGGTCTG 

TCAATTCGCAACTGGTGTCC 

CGCCAGGATCGTCTGAATCT 

GCTCCGCTTTGATCTCTGCCTT 

TCGATCCGATGAACCCCAACCT 

CCGCCAGAAGCGCGGCCGGG 

GTCGCTAGGCGAGCGCTCAT 

AGGACGTGCTTCTGCATGTGAC 

AGATTGACGACCTCGCTGACCT 

CGACAATTTCTGCGTCCTGC 

GCTCATAGAGCTGAACGGGT 

CTGACACTGTCTCGCTGGAA 

CGGAAAGCTATCCAGCGTCT 

RT CC_0445 Forward 

RT CC_0445 Reverse 

RT CC_0446 Forward 

RT CC_0446 Reverse 

RT CC_0517 Forward 

RT CC_0517 Reverse 

RT CC_0583 Forward 

RT CC_0583 Reverse 

RT CC_0679 Forward 

RT CC_0679 Reverse 

RT CC_0731 Forward 

RT CC_0731 Reverse 

RT CC_1387 Forward 

RT CC_1387 Reverse 

RT CC_1745 Forward 

RT CC_1745 Reverse 

RT CC_1991 Forward 

RT CC_1991 Reverse 
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RT CC_3654 Forward TGAAAGGTCTGAAGGGCGTG 

AGCGGGAACATGTCGGGATA 

AGGAAAAGTCGCTGCGGATGTC 

AGTTCTTCCAGGGTGGTCGGAT 

GCGCCTTGTCCCAGATCAG 

ACAAGCGCGTAGAGAAGGTC 

TGACCTTGTTTGTGTGGGGG 

ATGGATCACGAGCGCCTTC 

GTAAAACGACGGCCAG 

CAGGAAACAGCTATGAC 

CGAATTCATGGCGGATATCGGAGAACT 

CTTCGAAGCGAGGGAGCAACTTAAACG 

RT CC_3654 Reverse 

RTCC_3098 Forward 

RTCC_3098 Reverse 

SHIFT CC_0517 Forward 

SHIFT CC_0517 Reverse 

SHIFT CC_1746 Forward 

SHIFT CC_1746 Reverse 

M13 Forward (-20) 

M13 Reverse 

REG-1 

REG-2 
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