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Figure S2. Phenotypic analysis of MM80 (ACC0517) strain. A. Viability assay of NA1000 and ACC0517
strains at stationary phase in PYE. CFU counts for each time point were determined and the percentage
of viability is shown relative to CFU number in exponential phase for the respective strain (day zero).
Data represent the means from three experiments in triplicate, with bars indicating the standard error.
B. Morphological analysis of NA1000 and ACC0517 strains at early stationary phase (24h). C. Growth
curves of NA1000 and ACC0517 strains in PYE and M2 media.



