Notch Pathway Score

-35-

-40-

-45-

-50-

8H HHE

Notch

-55

PR N IP AP 2P IR O IP AP NP AP A IR 2O I
N/ N/ N/ QY V7 D7 57 = 7 7 7 07 07 A7 A7

N\

R

R

\d

\d

Q

Q

¥R

Q

X QX QU QR
Patient_Tumor

Q‘b

AN
AN
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ChroMod Pathway Score
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TxMisReg Pathway Score
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TGFB Pathway Score
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Apoptosis Pathway Score
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