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Figure S1 Phylogenetic relationship of GmGLYI (A) and GmGLYII (B) proteins. An unrooted tree was generated using Neighbor-Joining method with
1000 bootstrap by MEGADS.2 software using the full-length amino acid sequences of the twenty-four GmGLY| and twelve GmGLY I proteins (only the first
splice variants were taken in case of multiple members). The numbers next to the branch shows the result of 1000 bootstrap replicates expressed in
percentage, and scores higher than 50% are indicated on the nodes.



