
Motif: E-value: Top match:
+ NaBut opened DHS

SPI1 (”PU.1”, MA0080.3)2.2 x 10–170

Motif: E-value: Top match:

4.4 x 10–86 SPI1 (”PU.1”, MA0080.3)

1.3 x 10–206 GATA2 (MA0036.2)

4.8 x 10–62 ZNF263 (MA0528.1)

8.5 x 10–48 KLF4 (MA0039.2)

1.2 x 10–43 GATA2 (MA0036.2)

2.0 x 10–18 RUNX1 (MA0002.2)

1.4 x 10–15 SP2 (MA0516.1)

+ SAHA opened DHS

Motif: E-value: Top match:
+ NaBut closed DHS

Motif: E-value: Top match:
+ SAHA closed DHS

6.1 x 10–74 FOSL1 (MA0477.1)

6.6 x 10–59 ZNF263 (MA0528.1)

6.3 x 10–31 GATA3 (MA0037.2)

1.3 x 10–14 MTF1 (UP00097_2)

5.0 x 10–107 NFYB (MA0502.1)

2.0 x 10–100 GATA2 (MA0036.2)

2.5 x 10–98 KLF5 (MA0599.1)

2.5 x 10–91 FOS (MA0476.1)

Supplementary Figure 2


