
 1 

 
 
S2 Fig. Integration of the identified dysregulated proteins into networks: Network #2 – 
Cancer, Lipid Metabolism, Molecular Transport.  Fifteen molecules were affected and IPA score 
was 32. Solid lines indicate direct interaction. Dashed lines indicate indirect interactions. Red 
molecules were up-regulated and green molecules were down-regulated. The two molecules with 
additional circles inside the symbols (HDL, LDL) are part of a complex. White molecules were not 
user specified, but were incorporated into the network through relationships with other molecules. 
Of particular note were the network hubs centered on albumin, APOE and heat shock proteins. 
 

 
 
 
 


