Table S3. Dependence of primary brown adipocyte gene expression on Them1 expression and chronic NE treatment

NE pretreatment : - + - +
Genes Them1+~* Them1+- Them1+~* Them1+- Ad-GFP Ad-Them1 Ad-GFP Ad-Them1
Differentiation Ap2 100£004 089+004 114+003 1.23+005 1.00£0.02 1.19+003* 1.12+004 1.28+0.03%
Prdm16 1.00+003 0.82+0.06 1.01+009 0.91+0.08 1004006 098+015 1.06+008 0.92+0.06
ClebpB  1.00+0.03 091+003 1.11+003 1.05+0.04 100£0.03 092+010 093+006 0.84+0.01
Cidea  1.00+0.01 058+002* 1.15+011 072+0.03* 100£003 125+008 167+005 1574005
mtTfa 1004007 0.82+001 1.16+007 1.01+0.04 1.00£002 129+0047 143:004T 137+0.04
Thermogenesis ~ Ucp?  1.00+003 122+0.06 617+093 ' 536+022" 100+0.04 134+004 596+038 4724018
Pgcla  1.00+006 06240037 1.00£007 074+006" 1.00£0.08 095+010 1.10+006 1.04+0.06
Ppary  100£006 083+005 1310111 1.43+005 100£002 122+005* 1274006 1.60+0.08 *
Fatty acid oxidation Pparc ~ 1.00+005 063+0.04* 1.13+0.06 0.83+0.05* 1004009 0974009 1.00+009 0.78+0.07
m-Cpt!  100+003 0.81+002* 1.04+004 0.92+0.04 1004006 116+013 1094007 1.23+0.07
Mcad  1.00+005 086+003 13740047 1.30+0071 1.00£003 113+002 121+0047 128+004"
Acox ~ 100£005 084+005 110+0.07 1.33+007 1.00£0.03 1.03+003 1.05+002 1.15%0.04
Acsif  1.00£0.04 084+003 1380031 1.38+0.05" 1.00+002 1.11+005 1.22+0027 130+006"
Fabp3 ~ 1.00+004 072+0.02* 0670037 048+0.03 ™ 1.00£0.04 1.09+002 090+005 051001 %
Lipogenesis Lol 100£0.07 083+003 094+002 091005 1.00£0.03 1.05+005 1.11+0.03 1.18+0.02
Vid-r 1004005 099+003 1.16+003 1.38+0051* 1004005 107+005 12540037 1.21+0.05
Gpat! ~ 100:004 076+004° 135+007' 1.27+007" 1004005 1.01+010 1364005  1.43+004"
Gpat4  100+0.03 087+002 120+003" 1.12+005" 100£002 1.00+004 1.22+0037 1.12+0.04
Acots Them?  1.00£0.09 001+0.00% 1.11+020 0.01+0.00% 0.00+000 1.00%0.02* 000+0.00 0.96+0.02%
Acot!  1.00+0.14 0874003 096+0.03 0.86+0.03 1004003 0994003 1.11+0.06 1.04+0.02
Acot2  100+0.06 086+014 079+008 0.54+0.11 100£0.09 080+012 122+021 1.14+0.15
Acot3 ~ 100£005 089+005 110+0.06 1.17+0.05 100+0.04 093+015 1.09+007 1.00+0.05
Acotd  100+005 098+003 1364007  1.41+007" 1004002 110+006 1.13+0.05 1.04+0.02
Acot5 ~ 100£009 131+021 230+020' 19540137 100£021 098+006 217+009  1.87+0.04"
Acot6  100£003 1.02+003 124+0.03 1.16+0.04 100£0.03 1.07+002 1.06+001 1.12+0.02
Acot7  1.00+001 100+0.02 098+0.02 0.93+0.03 1.00£0.02 1.02+002 097+002 0.95+0.01
Acot8  1.00£0.02 1014002 1264002 1.12+0.04 100£001 1.00£006 1.10£002 1.13+0.02
Acot9/10 1.00+0.02 1.09+003 1.32+0.037 129+005" 100£002 1.04+002 1.19+002 1.16+0.03
Acotl2  1.00+009 087+0.10 1.33+0.10 0.82+0.09%* 1.00+0.07 098+006 198+014 170+0.08"
Them2 — 1.00+0.04 085+003 1.00+0.01 0.95+0.03 100£002 103+002 087+002" 083+002"

mRNA expression levels were normalized to values in primary brown adipocytes of Them1** or Ad-GFP cells without NE pretreatment (1uM) except Them1 infected adenovirus
groups, which were normalized to values of Ad-Them1 without NE pretreatment. “P < 0.05 Them1-- vs Them1** or Ad-GFP vs Ad-Them1; P < 0.05, NE pretreatment vs no

pretreatment.



