
BP : ACTIVATION_OF_MAPK_ACTIVITY
BP : ACUTE_INFLAMMATORY_RESPONSE

MF : AMINE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY

BP : AMINE_TRANSPORT

BP : ANGIOGENESIS

MF : ANTIOXIDANT_ACTIVITY
CC : APICOLATERAL_PLASMA_MEMBRANE

BP : AROMATIC_COMPOUND_METABOLIC_PROCESS
CC : AXON

BP : BILE_ACID_METABOLIC_PROCESS
BP : CALCIUM_INDEPENDENT_CELL_CELL_ADHESION

MF : CARBOHYDRATE_TRANSMEMBRANE_TRANSPORTER_ACTIVITY
BP : CARBOHYDRATE_TRANSPORT

MF : CARBOXY_LYASE_ACTIVITY
BP : CIRCADIAN_RHYTHM

BP : COENZYME_BIOSYNTHETIC_PROCESS
MF : COFACTOR_BINDING

MF : COPPER_ION_BINDING
BP : CYTOKINE_AND_CHEMOKINE_MEDIATED_SIGNALING_PATHWAY

BP : DEVELOPMENT_OF_PRIMARY_SEXUAL_CHARACTERISTICS

MF : ELECTRON_CARRIER_ACTIVITY

BP : EMBRYONIC_DEVELOPMENT

BP : FATTY_ACID_METABOLIC_PROCESS

BP : GLAND_DEVELOPMENT
BP : GLUTAMINE_FAMILY_AMINO_ACID_METABOLIC_PROCESS

MF : GLUTATHIONE_TRANSFERASE_ACTIVITY
MF : HORMONE_ACTIVITY
MF : HORMONE_BINDING

BP : HORMONE_METABOLIC_PROCESS

MF : INORGANIC_CATION_TRANSMEMBRANE_TRANSPORTER_ACTIVITY

BP : MEMBRANE_LIPID_BIOSYNTHETIC_PROCESS

BP : MORPHOGENESIS_OF_AN_EPITHELIUM
BP : NEGATIVE_REGULATION_OF_BINDING

BP : NEGATIVE_REGULATION_OF_CYTOKINE_BIOSYNTHETIC_PROCESS
BP : NEGATIVE_REGULATION_OF_MULTICELLULAR_ORGANISMAL_PROCESS

BP : NEGATIVE_REGULATION_OF_SECRETION
BP : NEGATIVE_REGULATION_OF_TRANSLATION

BP : NEUROTRANSMITTER_SECRETION
MF : NEUTRAL_AMINO_ACID_TRANSMEMBRANE_TRANSPORTER_ACTIVITY
MF : OXIDOREDUCTASE_ACTIVITY_ACTING_ON_PEROXIDE_AS_ACCEPTOR

MF : OXIDOREDUCTASE_ACTIVITY_ACTING_ON_THE_ALDEHYDE_OR_OXO_GROUP_OF_DONORSNAD_OR_NADP_AS_ACCEPTOR
MF : OXIDOREDUCTASE_ACTIVITY_ACTING_ON_THE_CH_CH_GROUP_OF_DONORS

BP : PHOSPHOLIPID_BIOSYNTHETIC_PROCESS
BP : PIGMENT_BIOSYNTHETIC_PROCESS

BP : PROTEIN_TETRAMERIZATION
BP : REGULATED_SECRETORY_PATHWAY

BP : REGULATION_OF_BLOOD_PRESSURE
BP : REGULATION_OF_ENDOTHELIAL_CELL_PROLIFERATION

BP : REGULATION_OF_HORMONE_SECRETION
BP : REGULATION_OF_RESPONSE_TO_EXTERNAL_STIMULUS

BP : RESPONSE_TO_OXIDATIVE_STRESS
MF : SMALL_CONJUGATING_PROTEIN_SPECIFIC_PROTEASE_ACTIVITY

MF : SYMPORTER_ACTIVITY

CC : TIGHT_JUNCTION
BP : TUBE_MORPHOGENESIS

MF : ACETYLGLUCOSAMINYLTRANSFERASE_ACTIVITY

BP : ACTIN_CYTOSKELETON_ORGANIZATION_AND_BIOGENESIS

CC : ACTIN_FILAMENT
MF : ACTIN_FILAMENT_BINDING

BP : ADENYLATE_CYCLASE_ACTIVATION
BP : APOPTOTIC_MITOCHONDRIAL_CHANGES

BP : B_CELL_ACTIVATION
CC : BASEMENT_MEMBRANE

BP : CALCIUM_ION_TRANSPORT
MF : CARBOXYPEPTIDASE_ACTIVITY

BP : CELL_DEVELOPMENT

BP : CELLULAR_DEFENSE_RESPONSE

MF : CHANNEL_REGULATOR_ACTIVITY
MF : CHEMOKINE_ACTIVITY

BP : CHROMATIN_ASSEMBLY
MF : CHROMATIN_BINDING

BP : CHROMATIN_REMODELING
CC : CHROMOSOMEPERICENTRIC_REGION

CC : COLLAGEN

MF : CYSTEINE_TYPE_ENDOPEPTIDASE_ACTIVITY
BP : CYTOKINESIS

BP : DETECTION_OF_CHEMICAL_STIMULUS
BP : DETECTION_OF_STIMULUS_INVOLVED_IN_SENSORY_PERCEPTION

BP : DNA_DEPENDENT_DNA_REPLICATION

MF : DNA_DIRECTED_DNA_POLYMERASE_ACTIVITY
BP : DNA_INTEGRITY_CHECKPOINT

BP : DNA_RECOMBINATION

MF : ENZYME_ACTIVATOR_ACTIVITY

BP : ESTABLISHMENT_AND_OR_MAINTENANCE_OF_CELL_POLARITY
BP : EXOCYTOSIS

CC : EXTRINSIC_TO_MEMBRANE
BP : GENE_SILENCING

MF : GROWTH_FACTOR_ACTIVITY

MF : GTPASE_ACTIVITY

MF : GTPASE_REGULATOR_ACTIVITY

BP : HEMOPOIESIS

BP : HOMEOSTASIS_OF_NUMBER_OF_CELLS
BP : HUMORAL_IMMUNE_RESPONSE

BP : IMMUNE_EFFECTOR_PROCESS

BP : INFLAMMATORY_RESPONSE

BP : INTERPHASE_OF_MITOTIC_CELL_CYCLE

BP : KERATINOCYTE_DIFFERENTIATION
CC : LIPID_RAFT

CC : MICROVILLUS

BP : MITOSIS

BP : MUSCLE_DEVELOPMENT

BP : N_ACETYLGLUCOSAMINE_METABOLIC_PROCESS
BP : NEGATIVE_REGULATION_OF_CELLULAR_COMPONENT_ORGANIZATION_AND_BIOGENESIS

BP : NEGATIVE_REGULATION_OF_DNA_REPLICATION
BP : NEGATIVE_REGULATION_OF_HYDROLASE_ACTIVITY

BP : NEGATIVE_REGULATION_OF_TRANSCRIPTION_FROM_RNA_POLYMERASE_II_PROMOTER

CC : NUCLEAR_MATRIX

CC : PERINUCLEAR_REGION_OF_CYTOPLASM

BP : PHAGOCYTOSIS
MF : PHOSPHOLIPASE_C_ACTIVITY

BP : POSITIVE_REGULATION_OF_CYTOKINE_BIOSYNTHETIC_PROCESS

BP : POSITIVE_REGULATION_OF_DEVELOPMENTAL_PROCESS

BP : POSITIVE_REGULATION_OF_EPITHELIAL_CELL_PROLIFERATION
BP : POSITIVE_REGULATION_OF_PEPTIDYL_TYROSINE_PHOSPHORYLATION

BP : POSITIVE_REGULATION_OF_T_CELL_PROLIFERATION

BP : POST_TRANSLATIONAL_PROTEIN_MODIFICATION

BP : PROTEIN_COMPLEX_ASSEMBLY

MF : PROTEIN_COMPLEX_BINDING

MF : PROTEIN_HETERODIMERIZATION_ACTIVITY

MF : PROTEIN_HOMODIMERIZATION_ACTIVITY

MF : PROTEIN_TYROSINE_KINASE_ACTIVITY

BP : PROTEOGLYCAN_BIOSYNTHETIC_PROCESS

BP : RAS_PROTEIN_SIGNAL_TRANSDUCTION

BP : REGULATION_OF_CELL_MIGRATION
BP : REGULATION_OF_CELL_SHAPE

BP : REGULATION_OF_CYCLIN_DEPENDENT_PROTEIN_KINASE_ACTIVITY

BP : REGULATION_OF_GROWTH

BP : REGULATION_OF_HEART_CONTRACTION
BP : REGULATION_OF_INTERFERON_GAMMA_BIOSYNTHETIC_PROCESS

BP : REGULATION_OF_SIGNAL_TRANSDUCTION

BP : RESPONSE_TO_VIRUS

CC : RUFFLE
CC : SARCOMERE

MF : SH3_SH2_ADAPTOR_ACTIVITY

MF : SINGLE_STRANDED_DNA_BINDING

BP : STRIATED_MUSCLE_DEVELOPMENT

MF : STRUCTURAL_MOLECULE_ACTIVITY

MF : SULFOTRANSFERASE_ACTIVITY
BP : TYROSINE_PHOSPHORYLATION_OF_STAT_PROTEIN

BP : VIRAL_INFECTIOUS_CYCLE
MF : VOLTAGE_GATED_CALCIUM_CHANNEL_ACTIVITY

CC : VOLTAGE_GATED_CALCIUM_CHANNEL_COMPLEX
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Supplementary Figure 1


