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A comparison of MEDYAN to other agent-based cytoskeletal
models.

This table is shown on the next page, with comparison categories as discussed in the Introduction

section. Those categories are organized as follows:

e Chemistry - The implementation of cytoskeletal chemistries within the model, which could
include (but not limited to) filament, cross-linker, and molecular motor chemical dynamics.

e Mechanics - The force-field description of semi-flexible filaments in the model, as well as
other mechanical elements, including cross-linkers and molecular motors.

e Diffusion and active transport - The capability of the model to include diffusion and
active transport of some or all of its cytoskeletal species.

e Mechanochemical feedback - The model’s capability to include force-dependent reaction
rates for some or all of its cytoskeletal species, which are updated dynamically during runtime.

¢ Dimensionality, time and length scales - The previous time and length scales achieved
by the model in its publications.

e Public code availability - The access of source code and/or example applications for the
model in a public repository.
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