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Expanded View Figures

100004 Figure EV1. Enrichment of GO annotation upon removal of paralogs.
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Yeast “A-x-B” (YHII-1, green) and intra-species yeast (YI-1) networks before and after removal
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cutoffs of GO specificity (x-axis). Error bars indicate standard errors. Empirical
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Yeast “A-x-B” without paralogs
[ Inter-interactome “A-x-B” without paralogs

100 1

Fold increase of GO sharing relative to
randomized networks

, LW armr N 'ﬂ

500 100 20 5
GO term specificity

Figure EV2. Overlap with gene expression
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