
NAC050 1 :
NAC052 1 :

MGRESLAVVSSPPSATAPSTAVSATSLAPGFRFHPTDEELVSYYLKRKVLGKPVRFDAIG
MGRESVAVVTAPPSATAPGTASVATSLAPGFRFHPTDEELVSYYLKRKVLGQPVRFDAIG

: 60
: 60

NAC050 61 :
NAC052 61 :

EVDIYKHEPWDLAVFSKLKTRDQEWYFFSALDKKYGNGARMNRATNKGYWKATGKDREIR
EVDIYKHEPWDLAVFSRLKTRDQEWYFYSALDKKYGNGARMNRATNRGYWKATGKDREIR

: 120
: 120

NAC050 121 :
NAC052 121 :

RDIQLLGMKKTLVFHSGRAPDGLRTNWVMHEYRLVEYETETNGSLLQDAYVLCRVFHKNN
RDILLLGMKKTLVFHSGRAPDGLRTNWVMHEYRLVEYETEKNGNLVQDAYVLCRVFHKNN

: 180
: 180

NAC050 181 :
NAC052 181 :

IGPPSGNRYAPFMEEEWADGGGALIPGIDVRVRVEALPQANGNNQMDQEMHSASKDLINI
IGPPSGNRYAPFMEEEWADDEGALIPGIDVKLRLEPPPVANGNDQMDQEIQSASKSLINI

: 240
: 240

NAC050 241 :
NAC052 241 :

NELPRDATPMDIEPNQQNHHESAFKPQESNNHSGYEEDEDTLKREHAEEDERPP-SLCIL
NEPPRETAPLDIESDQQNHHENDLKPEEHNNNNNYDENEETLKREQMEEEERPPRPVCVL

: 299
: 300

NAC050 300 :
NAC052 301 :

NKEAPLPLLQYKRRRQNESNNNSSRNTQDHCSSTITTVDNTTTLISSSAAAATNTAISAL
NKEAPLPLLQYKRRRQSESNNNSSRNTQDHCSSTTTTVDNTTTLISSS-AAATNTAISAL

: 359
: 359

NAC050 360 :
NAC052 360 :

LEFSLMGISDKKENQQ------KEETSPPSPIASPEEKVNDLQKEVHQMSVERETFKLEM
LEFSLMGISDKKEKPQQPLRPHKEPLPPQTPLASPEEKVNDLQKEIHQMSVERETFKLEM

: 413
: 419

NAC050 414 :
NAC052 420 :

MSAEAMISILQSRIDALRQENEELKKKNASGQAS
MSAEAMISILQSRIDALRQENEELKKNNANGQ--

: 447
: 451

Fig S4. Sequence alignment shows that NAC050 and NAC052 share 88% identity of their protein sequences. 
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