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Supplemental Table S2. Description of 433 shared-types (SITs; n=2075) and corresponding spoligotyping

defined lineages starting from a total of 2257 strains isolated in Rhéne-Alpes region of France.

Nb in % in Unique vs.
SIT* Spoligotype Description Octal Number study  study vs. Lineage** Clustered
(%) database SIT***
1 00000000000000000000000000000000CCeesEsEsEsE®  000000000003771 72 (3.19) 0.73 Beijing Clustered
2 00000000000000000000000080000008000Caeesss®  000000004020771 11 (0.49) 2.8 H2 Clustered
3 000000000000000000000000aeesesCeC00CEEeeEEE  000000007720771 7 (0.31) 6.67 H3 Clustered
4 000000000000000000000000eeEssessC00eeeeEEs  000000007760771 9 (0.4) 2.55 Unknown Clustered
5 00000000CESCEEEEEEEEEEEEEEEEEEENCOOCNNENEER  000677777760771 1 (0.04) 3.33 T1 Unique
7 (NNEENNEEN NN NN ENEEENEENNCOOONNNENEE  377777777760771 5 (0.22) 6.49 T1 Clustered
11 477777777413071 3 (0.13) 0.53 EAI3-IND Clustered
17 677737607760771 3 (0.13) 0.46 LAM2 Clustered
19 SN EENEEENEEENENEENCONEEEEEROOOCNCNNNNNNEEE  G77777477413771 4 (0.18) 0.46 EAI2-Manila Clustered
20 NN EEEEEEEE NN ER OO NEEEEEERCO0ONNNNNER  677777607760771 31 (1.37) 3.83 LAM1 Clustered
21 EEROOOOEEONEEEEEERROOO0O00000000000CeeeeEesE®  703377400001771 7 (0.31) 1.85 CAS1-Kili Clustered
25 EERCOOOEEEEEEEEEEERREROOO000000000MeOOMeEEE - 703777740003171 4 (0.18) 0.76 CAS1-Delhi Clustered
26 EEROOOOEESEEENENENEEEROOO00000000CeeeEEEEE  703777740003771 8 (0.35) 0.6 CAS1-Delhi Clustered
29 EREERO000000000008R0000000000000000000eesE®  760001400000171 3 (0.13) 7.32 LAM Clustered
31 EEEEEEEOO000O NSNS EEEEN NN NN OOONNR0000  774037777760700 14 (0.62) 18.18 T Clustered
32 L] EROO0000000000000000000000000000Cessss®  776000000000171 1 (0.04) 0.96 Unknown Unique
33 L 776177607760771 27 (1.2) 241 LAM3 Clustered
34 EEEEEEEENEENEENEEENENNEEENERENCOOONNNNNER  776377777760771 23 (1.02) 2.77 S Clustered
35 EEEEEEEEEEEE NEENEEEEEEEEEENOOONCO00CNNNRNER  777737777420771 4 (0.18) 3.01 Ural-1 Clustered
36 EEEEEEEEEEEE NEENEEENEEENEEERRONCOOONNNNNER  777737777720771 14 (0.62) 10.94 H3 Clustered
37 EEEEEEEEEEEE NN ENNENEEEEEERERCOOCNNNRNER  777737777760771 14 (0.62) 3.07 T3 Clustered
39 EEEEEENEEEE NN RN NEEEEEERCOOOROONEER  777777347760471 5 (0.22) 3.57 T4-CEU1 Clustered
40 EEEEEEEEENEENEEEEN EEEENEEEEEEERCO0CNNNREER  777777377760771 3 (0.13) 1.95 T4 Clustered
41 EEEEEENEEEEEEEEEEEROOOOORO0EEEENCO0CNENENER  777777404760771 6 (0.27) 1.28 LAM7-TUR Clustered
42 ENEEEEEEEEEEEEEEEEERCOOONEEEEEERCCCCEEEENEE  777777607760771 (;%i) 3.89 LAM9 Clustered
44 EEEEEEEEEEEENNEEEEENENEENEEERENCOOCNNNNNER  777777757760771 10 (0.44) 4.83 T5 Clustered
45 u ROOOOOOMOOOOMEEEEER  777777764020771 1 (0.04) 0.94 H1 Unique
46 L] N000000000000000000 - 777777770000000 11 (0.49) 55 Unknown Clustered
47 EEEEEENEENE NN EEEEREROO0OOONO00CNENENER  777777774020771 71 (3.15) 4.83 H1 Clustered
48 ENNEEEENENENENENNNNNNENEENRRCOOONCNNNNNCNEN  777777777413731 6 (0.27) 1.4 EAI1-SOM Clustered
49 EENEEENEENE NN NN EEEERRONCOOOONNNONER  777777777720731 14 (0.62) 8.14 H3 Clustered
50 ENEEEEEEENEEENENENNNEEEEENEEERC RO NNNNNEN  777777777720771 (%63(35) 5.04 H3 Clustered
51 EEEEEENEENNEENEENNEENNENNENNEERNCOOONNR0000  777777777760700 9 (0.4) 3.24 T1 Clustered
52 EENEEENEENE NN NN EEEENEERRERCOOONNNONER  777777777760731 43 (1.91) 4.8 T2 Clustered
53 ENEEEEEEEEEEENENENNNNNEEENEEEEERC OO NNNNNEN 777777777760771 (1??3) 5.72 T1 Clustered
57 EEEEEEEEEEEEEEEEERCOERO0CNEEEEERCO0CNNNNNER  777777143760771 1 (0.04) 20 LAM10-CAM Unique
58 ENENENEEENEEENENEENC NN EENEEEEERCCOCCNNNNEEE  777777557760771 9 (0.4) 52 T5-Madrid2 Clustered
59 EEEEEEEEEEEEEEEEEEERCOO0RRO000ERC00CEEEEEER  777777606060771 1 (0.04) 0.22 LAM11-ZWE Unique
60 EEEEEEEEEEE NN RO NEEEEEENCO0ONENCNER  777777607760731 14 (0.62) 3.41 LAM4 Clustered
61 T77777743760771 42 (1.86) 5.08 LAM10-CAM Clustered
62 T77777774020731 48 (2.13) 8.78 H1 Clustered
64 ENEEEEEEEEEEEEEEEEERCCOCNENNCEERCCOCCNNNNNEE  777777607560771 11 (0.49) 3.07 LAM6 Clustered
65 EENEENNEENE NN NN ENNNNERRCOOOROONNER  777777777760471 4 (0.18) 3.81 T1 Clustered
68 EEEEEEN EEEEENEEEEEEEEEEEENEEENCO0CNNENNER  775777757760771 5 (0.22) 6.58 T5 Clustered
71 EEEEEEEEONNCNSNNEEENEENENNNRENRCOOCNNNNNEN  776337777760771 8 (0.35) 9.41 S Clustered
73 EEEEEEEEEEEE NN ENEEEEEEEEEEERCOOONENCNER  777737777760731 11 (0.49) 4.37 T Clustered
74 EEEEEEEEEEEEEEEEER RN OO00000CNERCO0CNENEEER  777777600160771 1 (0.04) 6.25 Unknown Unique
78 EENEEENEENE NN ENNEENEEENREERCOOONNROONR  777777777760711 2 (0.09) 3.03 T Clustered
81 777377607760771 1 (0.04) 2.78 LAM9 Unique
86 777777737760771 7 (0.31) 7.69 T1 Clustered
88 EEEEEEEEONECNENNEEENEENEEENREERCOOCNNNCNEE  776337777760731 8 (0.35) 53.33 S Clustered
89 EROEEERCO0000000000000000EEs0000NCONESSEEEEEE  674000003413771 1 (0.04) 0.97 EAI2-nonthaburi Unique
91 ERROOO000000ONEEECEEEEEEENEEEENNC OO NNENNNEE  700036777760771 1 (0.04) 0.4 X3 Unique
92 EERO0000000CEEEES EEEEEEEEEEEEENCO0CNeeEnEN  700076777760771 3 (0.13) 0.7 X3 Clustered
93 EEEEEEEEEEERCNEEEEEE OO NEEEEREERCOOCONNNENER  777737607760771 10 (0.44) 2.83 LAM5 Clustered
95 EEEEEENEEEEEEEEEEE RO EENC000NENONER  777777607560731 1 (0.04) 2.22 LAM6 Unique
99 EEEE ENEENEENNEENENENENNRNNNRRCRCOOCNNNNNER  757777777720771 7 (0.31) 9.33 H3 Clustered
101 774077606767071 2 (0.09) 8.7 AFRI_2 Clustered
106 776177400000171 2 (0.09) 1.53 Unknown Clustered
107 OOOOEEEE ) ESSESSSSSSESSENSEEEEERCCCCSEEEEEs  036377777760771 2 (0.09) 28.57 S Clustered
109 S ENESEEENEEEEEEE EEEEEEEERCCOOONONENNEREEE  477777377413771 6 (0.27) 5.66 EAI8-MDG Clustered
112 EEEEEEEEEEEEEEEEEEEEENCO0EEEEERCOCCNSEEEEE 777737761760771 1 (0.04) 16.67 T Unique
118 EEEEEEENEENEEECNENNNENNENNNEENRRCCCCNNNNNEE 777767777760771 3(0.13) 2.03 T1 Clustered
119 EEEEEEENEENEEENENESEESENNNEENERCCCCNSNNNEE  777776777760771 1 (0.04) 0.09 X1 Unique
120 EEEEEEENEEENEENEENE EESENENEEEERCCCCNNNEEEE  777777577760771 2 (0.09) 22.22 T1 Clustered
121 EEEEEEENSENEEENNENNNENNENCEEENCRO0CCNSESNEE 777777775720771 2 (0.09) 4.08 H3 Clustered
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2.17
11.11
455
2.22
11.11
1.06
22.22
5.45
8.57
0.23
3.84
40
7.41
5.26
8.33
455
12.12
7.41
6.67
14.29
0.93
5.88
4.35
56.25
1.47
25
2.94
15.38
3.7
40
15.38
25
3.03
6.67
3.85

0.34

1.72
0.34
0.05
0.21
7.69
3.33
2.94
8.33
46.15
11
16.67
8.33
27.78
6.67
6.67
25
18.18
10
4.17
50
7.69
7.69
25
6.78
20
11.11
3.03

1.92
1.49
19.05
7.69
8.33
3.57
25
20

T1
LAM4
Unknown
LAM10-CAM
T1
CAS1-Delhi
H3
T
Unknown
EAI1-SOM
T1
S
BOV_1
BOV_1
H1
T1
T3
LAM9
H3
H3
T1
T1
H1
T1
Unknown
T2
Unknown
EAI6-BGD1
Ural-2
Unknown
Unknown
T1
EAI5
EAI5
Unknown
Beijing
T1
Beijing
BOV_4-
CAPRAE
BOV_1
BOV_1
BOV_2
BOV_1
BOV
BOV_1
EAI6-BGD1
X1
T1
LAM3
LAM9
T1
LAM9
H3
H3
T
Unknown
T1
LAM9
H1
Unknown
H2
LAM1
S
H3
T1
LAM9
T1
EAI1-SOM
BOV
LAM9
T1
S
LAM10-CAM
Unknown
H3

Unique
Unique
Unique
Unique
Unique
Unique
Unique
Unique
Unique
Clustered
Clustered
Clustered
Clustered
Clustered
Clustered
Clustered
Unique
Unique
Clustered
Clustered
Clustered
Unique
Unique
Unique
Unique
Unique
Clustered
Unique
Unique
Clustered
Clustered
Unique
Clustered
Clustered
Unique
Unique
Unique
Unique

Unique

Unique
Clustered
Unique
Clustered
Unique
Unique
Unique
Unique
Clustered
Unique
Clustered
Clustered
Clustered
Unique
Clustered
Clustered
Clustered
Unique
Clustered
Clustered
Clustered
Unique
Unique
Clustered
Clustered
Unique
Unique
Clustered
Unique
Unique
Clustered
Unique
Unique
Unique
Unique
Unique
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853
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891
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910
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912
918
921
925
926
928
941
943
964
966
980
1022
1043
1044
1054
1056
1064
1067
1070
1071
1073
1074
1093
1122
1125
1128
1129
1135
1167
1176
1198
1200
1243
1252
1253
1264
1278
1282
1284
1321
1332
1367
1392
1471
1476
1514
1525
1530
1533
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1538
1544
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1559
1574
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1640
1657
1684
1736
1743
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577777607760771
737777777720771
773777623760771
770000770000000
777777607660771
677777774020771
700000007177771
777777600060771
677777777413371
770000607760771
437737777420771
T77717777720771
773777777760771
777777750060771
000000000003751
T77777757760731
437777607760771
T75777777760771
400000077777600
676773677743600
676773777766600
676773777767600
777737770020731
TT7477777760731
771777607760771
774037707760700
777777607760371
777771607760771
777637777760771
777777607760761
703777600003771
767777777760771
773737774020771
776377730360771
776777777760771
777737777720731
777703737760771
777757607760771
703737740003171
703777747777771
T77377777720771
T77777177760771
676377737760771
703777740000000
037677777760771
777777400020771
741703777760771
677777607760731
677777777760731
377737607760771
TT7777777413431
777737606060771
736177607700171
757777637760771
376137607760771
777777607760711
777763777720771
777577607760771
774137600020771
T77777777760531
777703400000360
775777606060731
777777400000171
760000007760771
767777777760731
TI7777747760771
T77637777413771
T77777774020751
T77777777720740
777777377000371
776000000000000
777777700000371
767777777720631

1 (0.04)
1(0.04)
1 (0.04)
4(0.18)
2(0.09)
2(0.09)
1 (0.04)
1(0.04)
1 (0.04)
2(0.09)
1 (0.04)
4(0.18)
2(0.09)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
2(0.09)
1(0.04)
2(0.09)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
1(0.04)
3(0.13)
2(0.09)
3(0.13)
4(0.18)
1(0.04)
1(0.04)
6 (0.27)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
1(0.04)
2(0.09)
1(0.04)
1(0.04)
4(0.18)
2(0.09)
1(0.04)
1(0.04)
4(0.18)
1(0.04)
1(0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
3(0.13)
2(0.09)
1(0.04)
2(0.09)
1(0.04)
2(0.09)
1(0.04)
2(0.09)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
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33.33
3.7
3.45
8.33
9.52
18.18
7.69
3.57
12.5
8.7
2.94
40
11.11
14.29
16.67
3.13

8.33
7.69
9.52
7.69
0.28
5.88
16.67

11.11
30
571
8.82
21.05
16.67
14.29
19.35
7.69
1.72
20
16.67
13.33
12,5
25

3.57
18.18
6.25
25
5.88
4.76
25
18.18
8.33
5.88
20
25
14.29
7.69
7.69
16.67
16.67
9.09
14.29
25
14.29
10
28.57
11.11
22.22
12.5
28.57
5.56
25
14.29
25
20
25
14.29
14.29

LAM10-CAM
LAM10-CAM
T2
LAM9
H3
T1
Unknown
LAM9
H1
Unknown
Unknown
EAI5
Unknown
Ural-2
H3
T1
T
Beijing
T
LAM1
T1
BOV
BOV_1
BOV_1
BOV_1
H3
T2
LAM9
Unknown
LAM9
LAM9
T1
LAM9
CAS1-Delh
T1
H1
S
T1
H3
T1
LAM9
CAS1-Delh
Unknown
H3
T1
S
CAS1-Delh
T1
H3
T1
LAM
T2
LAM5
EAI5
LAM11-ZWE
AFRI_2
T1
LAM3
LAM4
H3
LAM9
Unknown
T2
Unknown
LAM11-ZWE
Unknown
LAM3
T2
T
EAI5
H1
H3
Unknown
Unknown
Unknown
H3

Unique
Unique
Unique
Clustered
Clustered
Clustered
Unique
Unique
Unique
Clustered
Unique
Clustered
Clustered
Unique
Unique
Unique
Unique
Clustered
Unique
Clustered
Unique
Unique
Unique
Unique
Clustered
Unique
Clustered
Clustered
Clustered
Clustered
Unique
Unique
Clustered
Unique
Unique
Unique
Unique
Clustered
Unique
Unique
Unique
Unique
Clustered
Unique
Clustered
Unique
Unique
Clustered
Clustered
Unique
Unique
Clustered
Unique
Unique
Unique
Unique
Unique
Unique
Unique
Unique
Clustered
Clustered
Unique
Clustered
Unique
Clustered
Unique
Clustered
Unique
Unique
Unique
Unique
Unique
Unique
Unique
Unique



1753
1776
1789
1798
1803
1832
1844
1877
1916
1926
1933
1951
1966
1981
2007
2037
2045
2047
2052
2056
2066
2088
2089
2107
2191
2234
2242
2258
2272
2275
2333
2337
2338
2367
2382
2385
2387
2401
2423
2424
2445
2551
2572
2577
2632
2644
2660
2721
2733
2735
2765
2791
2797
2819
2883
2889
2899
2905
2946
2953
3020
3076
3089
3091
3102
3127
3164
3179
3214
3234
3258
3272
3313
3338
3347
3436*
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700037777760771
776377760000171
703777740000171
577777744020771
617777607760771
777773607760771
777763607760771
737377777760771
777701777760771
T77777777760701
777777607760770
703777000003771
A77777777413011
103777740003171
777737677760771
TI7777774360771
776037607760771
776163000000071
737737777760771
770637777767671
777777400060771
T77777737760731
TT7773777720771
776177400000131
777741007760771
777737760000151
TT7777743440771
T77777777700011
740777777760771
740000007760771
TT7777774020711
777377774020771
777600777720771
766377777760771
777723400000360
777777606060471
777777774000331
777777607600371
777777437760731
777775777760700
477777770000000
777777607760701
667777607760771
T77477777760771
777777607420771
177777777720771
777777777600131
777777700000171
777777760000371
T77577777720771
770777677777671
777777770760771
577777770000000
770777703017671
774000017760771
A76777777413771
477377707760731
377717777760771
776137400000171
774037607760771
777777607360771
T77777742160771
337777777760771
T77777777740031
577777607560771
000000017760771
777777607760600
757777777720731
T77777776060771
777777777600371
776017774020771
777777700000731
000000004020631
707777777760700
000000005720771
740377607760771

1 (0.04)
2(0.09)
3(0.13)
1(0.04)
1 (0.04)
2(0.09)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
5(0.22)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
2(0.09)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
3(0.13)
1(0.04)
2(0.09)
2(0.09)
4(0.18)
1 (0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
3(0.13)
3(0.13)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
1(0.04)
2(0.09)
1 (0.04)
1(0.04)
2(0.09)
2(0.09)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
1 (0.04)
1(0.04)
2(0.09)
1(0.04)
1 (0.04)
1(0.04)
2(0.09)
4(0.18)
1 (0.04)
6(0.27)
1 (0.04)
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12.5
40
15

33.33

9.09

10
11.11
7.69
12.5
14.29
25
1111
33.33
10
20
16.67
33.33
14.29
25
25
25
40
10.53
33.33
33.33
20
33.33
11.11
33.33
25
9.09
12.5
33.33
16.67
50
28.57
57.14
33.33
33.33
33.33
20
16.67
33.33
10
33.33
42.86
50
25
33.33
33.33
33.33
25
33.33
33.33
28.57
33.33
33.33
25
33.33
33.33
25
11.11
25
14.29
33.33
25
33.33
50
33.33
25
25
50
66.67
25
75
50

Unknown
Unknown
CAS
H1
LAM1
LAM9
LAM9
T1
T1
T1
LAM9
CAS1-Delh
EAI5
CAS1-Delh
T3
T1
LAM3
Unknown
T3
AFRI_1
Unknown
T2
H3
Unknown
LAM9
Unknown
LAM10-CAM
Unknown
T1
LAM3
H1
H1
H3
S
Unknown
LAM11-ZWE
Unknown
Unknown
T2
T1
Unknown
LAM4
LAM1
T1
Ural-1
H3
Unknown
Unknown
Unknown
H3
AFRI_1
T1
Unknown
AFRI_1
Unknown
EAI5
T2
T1
Unknown
LAM3
LAM9
T
T1
T
LAM9
Unknown
LAM
H3
T
Unknown
H1
Unknown
H2
T1
H3
LAM9

Unique
Clustered
Clustered

Unique

Unique
Clustered

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique
Clustered

Unique

Unique

Unique

Unique
Clustered
Clustered

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique
Clustered

Unique
Clustered
Clustered
Clustered

Unique

Unique

Unique

Unique

Unique

Unique

Unique
Clustered
Clustered
Clustered

Unique

Unique

Unique

Unique

Unique

Unique

Unique
Clustered

Unique

Unique
Clustered
Clustered

Unique

Unique

Unique

Unique

Unique

Unique

Unique

Unique
Clustered

Unique

Unique

Unique
Clustered
Clustered

Unique
Clustered

Unique
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3437* HENEEENEEEEEEENEECNENEENEENEEEERRCOOCNERONE 777776777770351 2 (0.09) 100 Unknown Clustered
3438* HENEEEEEEENENEEENNEENEENEEERCCONCCCCNEEEEOC 777777777420760 2 (0.09) 100 Ural-1 Clustered
3439* NENENEEEEEEE EESNEENENEEENCEEEERCOCCNNNNEEE 777737776760771 1 (0.04) 50 T3 Unique
3440* CECEEEEEEENEENEEENERCCCCNSEENEEECCCCNEENNEE  277777607760771 1 (0.04) 33.33 LAM1 Unique
3441* = plamininl L1 L] L mO000 777777037760731 6 (0.27) 100 T2 Clustered
3442 W EEROO00000O==0000 777737760060771 3 (0.13) 75 T3 Clustered
3443* OEOCEENENNNNSSNSNEENNNENENNENEERCCCCNNNNEEE  237777777760771 2 (0.09) 100 T1 Clustered
3444* EEEEEEEEEENEC NEEENENNEENEEEEEEENCCCCOCOCNEEE 777737777760071 1 (0.04) 50 T3 Unique
3445¢ OOOROCNEEEEEEEEEEEENCCCCNSNENEEEERCOCCNNNNEEE  047777607760771 1 (0.04) 50 LAM1 Unique
3446* EEEEEEECCOCNCEEEENERCCCCONNEENNCECCOCNEEEEEE 774137607720771 1 (0.04) 50 H3 Unique
3447+ NEEEEENEEEEEEEEEENCCNSSNENNEEECECOCCNNNNEEE 777777177720771 4 (0.18) 100 H3 Clustered
3448* EEEEEEECCCCNEENNENNNNENNNNEEERCNCCCCNENNNEE 774177777720771 2 (0.09) 66.67 H3 Clustered
3449* EEEEEEECCCCNCESSNEENSNENENNNNECECOCCNSSNEEE 774137777720771 3 (0.13) 100 H3 Clustered
3450* W 000000 EEEOR0000 777777405720771 1 (0.04) 50 H3 Unique
3451* mOOm EEREROOO00OR0000 477775374020771 3 (0.13) 75 H1 Clustered
3452 EECEEEEECCCNEENCENENNNNNNNENNNENEEEEEECOC00  676173777777600 1 (0.04) 50 BOV Unique
3453* EROCOOONCEEEEENCEEENEEECCORO000000000800000  602773761000200 1 (0.04) 1.61 BOV_1 Unique
3454* EEEEEEEEEENECEEEENEEEEENCCCO0CEECCCCNEENEEE 777737770060771 2 (0.09) 100 T3 Clustered
3455* NENEEEEEEEC ESESSEEENEENENEEENERCOCCNNNCNEE 777477677760731 1 (0.04) 50 T2 Unique
3456* NENEEEEEEENEEEEEEERCCCCO0CCESEEEECCCCNEENNEE 777777400760771 1 (0.04) 50 T1 Unique
3457* EECEEEE EEEEEEEEEEENCO0CNEEEEEERCO0CNNNEEEE 675777607760771 1 (0.04) 50 LAM1 Unique
3458* HENEEEEEEENEENNCENEENEENENEEEEEECCCCNEECEEE 777773777760731 1 (0.04) 50 T2 Unique
3459* W BO00000000OMm0000 mE  777777700060771 1 (0.04) 50 T1 Unique
3460* W EEEEEEEROOO000000 mE  777777777400371 1 (0.04) 50 Unknown Unique
346]1* HEEE ENEEESEENEEEEEEEECCEEEEEEECCCONEECEEE  757777743760731 2 (0.09) 100 LAM10-CAM Clustered
3462* NEEEEEEEEEEEECCCCCCESSNESNEEEEENCCCCNEENNEE 777740377760771 1 (0.04) 50 T1 Unique
3463* HENENENEEEEEEEEEENCCESSNEEEEENERCOCCNNNCENEE 777777177760731 1 (0.04) 50 T2 Unique
3464* NEEEEEEEEENEENEEEEEEEEOROCC0000000000000000 777777750000000 1 (0.04) 50 Unknown Unique
3465* HENEEENENEEEEEEEEECEEEROCO0000NRCO0CENSEEEE  777777360060771 1 (0.04) 50 T4 Unique
3466* 777777700000771 1 (0.04) 50 Unknown Unique
3467* 777777777400131 1 (0.04) 50 Unknown Unique
3468* 777737777760770 2 (0.09) 100 T3 Clustered
3469* 776177400000071 1 (0.04) 50 Unknown Unique
3470* EEEEEEEEEEEEECCCONCCOC0COCNEESNENCCCCNEECNEE 777741003760731 4 (0.18) 100 T2 Clustered
3471* DOO000DOOO0DOO00000000000ONECEEEDOCCEEECEEE  000000001560731 4 (0.18) 100 T2 Clustered
3472* EEEEEEEECCCNEEEEEEERCCCCONNEEENEECCCCNEEEEED 776177607760770 1 (0.04) 50 LAM3 Unique
3473* EERROOODCEEEEEEEEERECOOORRO00000000000000E®  740777606000011 2 (0.09) 66.67 Unknown Clustered
3474* EEEEEEEEEENEEECEENEENEENEEENEEENCCCCONOOCNEE 777767777760431 1 (0.04) 50 T1 Unique
3475* EOO0OEEEEEER  777761777720771 2 (0.09) 66.67 H3 Clustered
3476* EEEROONER  770777707777631 1 (0.04) 50 Unknown Unique
3477* WROO0000  672773777377600 2 (0.09) 100 BOV_1 Clustered
3478* DOMEEERO0000  676773677747600 1 (0.04) 14.29 BOV_1 Unique
3479* EEEEEEEECCEEOEO0CECESSEEEEEEEEERCOCCNNNEEEE 776321377760771 3 (0.13) 100 S Clustered
3480* NEEEEEECCCOC0COOCCCCEESENSNEENNENCCCCNEENEEE 774000377760771 2 (0.09) 100 T1 Clustered
3481* UNEEEEEEEEEEECCCNNENSENNNENEEENERCOCCEECEEEE 377703777760671 1 (0.04) 50 T1 Unique
3482* HENEEEEECCNEEEENENEENEECENENEEEECCOCNEENNEE 776377767760771 1 (0.04) 50 S Unique
3483* EO ENENEEENEENENENNEEEEERRCCO00ONOREOOOEMEEE 477777776013071 2 (0.09) 66.67 EAI3-IND Clustered
3484* HEN EENNENENENEEEEEEN 737777757413771 1 (0.04) 50 EAI6-BGD1 Unique
3485* OOOOOO00OO0OO00000000M 000000177720631 1 (0.04) 50 H3 Unique
3486* NENEEEEEEEEEECCCCONCENSENNNENNEENCCCCNNENNEE 777741377760771 1 (0.04) 50 T4 Unique
3487 HENENENEEEEEEEENENENEEEEEEEERCC0C00CNNNCEEE 777777777600731 1 (0.04) 50 Unknown Unique
3488* EEEECEEEECEENEEEEENEENEEERCCO0CONOCCCNEEEEEE 757377774020771 1 (0.04) 50 H1 Unique
3489* HNENENENNEEEENENEEEENEECEENCESEERCOCCNNNEEEE 777777756760771 1 (0.04) 50 T5 Unique
3490* NENEEEEEECEEEEEEENEENCCCESEEEEEECCCCNEEEEEE 777377707760771 1 (0.04) 50 T1 Unique
3491* EEEEEEEECCOEEEEEEEENC00CEEEEEEERCO00ENCNEEE 776177607760671 1 (0.04) 50 LAM3 Unique
3492* EEEEEEEECCEECCCCENENNSNNNNEENEENCCCCNEENEEE 776303777760771 1 (0.04) 50 S Unique
3493* 777777660000371 1 (0.04) 50 Unknown Unique
3494* A77777776413771 1 (0.04) 50 EAI5 Unique
3495* HENEEEEEEEEN EEEEEENENEEEEEEEERCCO0CNSNEEEE 777737777740771 1 (0.04) 50 T3 Unique
3496* NENEENNEENNENNEENNEENEENEEEEERCCCOCCCNESCONEE 777777777700731 1 (0.04) 50 Unknown Unique
3497 HEEEEEENEEEEEEEEC EEESNEEEEEEEECRCO0CNSSEEEE 777771777720771 1 (0.04) 50 H3 Unique
3498* EEEEEECCENNNENENNEENCCCENNENSNSNENCENCEEEE  770777707776671 1 (0.04) 50 AFRI_1 Unique
3499* HENEEENENEEEENENENENENEERCEEEEERCO0ONEE0000  777777775760700 1 (0.04) 50 T1 Unique
3709* EECEEEENCENEEEN NSO ENESNENNNNENENEERCO000  676771677777600 1 (0.04) 50 BOV Unique

* A total of 368/433 SITs containing 1976 isolates matched a preexisting shared-type in the database, whereas 65/433 SITs (n=99
isolates) were newly created. A total of 198/433 SITs containing 1840 isolates were clustered within this study (2 to 346 isolates per
cluster) while 235/433 SITs containing 235 strains were unique (for total unique strains, one should add to this number the 182 orphan
strains, which brings the number of unclustered isolates in this study to 417/2257 or 18.48%, and clustered isolates to 1840/2257 or
81.52%). Note that SITs followed by an asterisk indicates "newly created” SITs due to 2 or more strains belonging to an identical new
pattern within this study or after a match with an orphan in the database; SIT designations followed by number of strains:

3436* this study (n=1), MAR (n=1); 3437* this study (n=2); 3438* this study (n=2); 3439* this study (n=1), ETH (n=1); 3440* this study
(n=1), GUF (n=1), USA (n=1); 3441* this study (n=6); 3442* this study (n=3), FIN (n=1); 3443* this study (n=2); 3444* this study (n=1),
MTQ (n=1); 3445* this study (n=1), ESP (n=1); 3446* this study (n=1), NLD (n=1); 3447* this study (n=4); 3448* this study (n=2), ITA
(n=1); 3449* this study (n=3); 3450* this study (n=1), ESP (n=1); 3451* this study (n=3), FXX (n=1); 3452* this study (n=1), FXX
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(n=1); 3453* this study (n=1), ETH (n=59), SWE (n=2); 3454* this study (n=2); 3455* this study (n=1), CMR (n=1); 3456* this study
(n=1), SAU (n=1); 3457* this study (n=1), VEN (n=1); 3458* this study (n=1), BGD (n=1); 3459* this study (n=1), AUT (n=1); 3460*
this study (n=1), THA (n=1); 3461* this study (n=2); 3462* this study (n=1), COL (n=1); 3463* this study (n=1), NLD (n=1); 3464* this
study (n=1), BGD (n=1); 3465* this study (n=1), FXX (n=1); 3466* this study (n=1), SWE (n=1); 3467* this study (n=1), CMR (n=1);
3468* this study (n=2); 3469* this study (n=1), ESP (n=1); 3470* this study (n=4); 3471* this study (n=4); 3472* this study (n=1), BRA
(n=1); 3473* this study (n=2), HTI (n=1); 3474* this study (n=1), HTI (n=1); 3475* this study (n=2), GMB (n=1); 3476* this study (n=1),
(n=1); 3477* this study (n=2); 3478* this study (n=1), ESP (n=5), NLD (n=1); 3479* this study (n=3); 3480* this study (n=2); 3481* this
study (n=1), AUT (n=1); 3482* this study (n=1), ITA (n=1); 3483* this study (n=2), MYS (n=1); 3484* this study (n=1), MYS (n=1);
3485* this study (n=1), ESP (n=1); 3486* this study (n=1), SWE (n=1); 3487* this study (n=1), JPN (n=1); 3488* this study (n=1), TUR
(n=1); 3489* this study (n=1), SWE (n=1); 3490* this study (n=1), BRA (n=1); 3491* this study (n=1), ZAF (n=1); 3492* this study
(n=1), USA (n=1); 3493* this study (n=1), ARG (n=1); 3494* this study (n=1), ZAF (n=1); 3495* this study (n=1), BRA (n=1); 3496* this
study (n=1), PER (n=1); 3497* this study (n=1), ITA (n=1); 3498* this study (n=1), GNB (n=1); 3499* this study (n=1), ITA (n=1); 3709*
this study (n=1), ESP (n=1).

** | ineage designations according to SITVIT2 using revised SpolDB4 rules; “Unknown” designates patterns with signatures that do
not belong to any of the major lineages described in the database.

*** Clustered strains correspond to a similar spoligotype pattern shared by 2 or more strains “within this study”; as opposed to unique
strains harboring a spoligotype pattern that does not match with another strain from this study. Unique strains matching a preexisting
pattern in the SITVIT2 database are classified as SITs, whereas in case of no match, they are designated as “orphan”.



