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Table S1. Pairwise amino acid sequence identity analysis using L protein sequences of representative members of the 11 currently defined rhabdovirus genera.

	Virus
	BEFV
	DMelSV
	DURV
	IHNV
	LNYV
	PRV
	PYDV
	RABV
	SVCV
	TIBV
	VSIV

	BEFV
	-
	37.8
	39.6
	18.6
	20.0
	41.3
	19.0
	31.7
	42.5
	43.8
	41.8

	DMelSV
	37.8
	-
	38.6
	18.0
	19.9
	39.5
	17.1
	33.3
	39.3
	35.3
	39.4

	DURV
	39.6
	38.6
	-
	18.8
	20.2
	41.5
	18.5
	32.4
	41.3
	37.8
	41.7

	IHNV
	18.6
	18.0
	18.8
	-
	17.4
	18.7
	17.6
	18.9
	18.0
	18.6
	17.6

	LNYV
	20.0
	19.9
	20.2
	17.4
	-
	20.0
	25.7
	21.2
	20.0
	19.9
	20.0

	PRV
	41.3
	39.5
	41.5
	18.7
	20.0
	-
	18.8
	33.0
	46.6
	39.0
	44.9

	PYDV
	19.0
	17.1
	18.5
	17.6
	25.7
	18.8
	-
	20.4
	18.4
	18.5
	18.4

	RABV
	31.7
	33.3
	32.4
	18.9
	21.2
	33.0
	20.4
	-
	34.1
	31.4
	33.8

	SVCV
	42.5
	39.3
	41.3
	18.0
	20.0
	46.6
	18.4
	34.1
	-
	40.3
	52.6

	TIBV
	43.8
	35.3
	37.8
	18.6
	19.9
	39.0
	18.5
	31.4
	40.3
	-
	39.8

	VSIV
	41.8
	39.4
	41.7
	17.6
	20.0
	44.9
	18.4
	33.8
	52.6
	39.8
	-



Pairwise sequence alignments were performed using the following viruses (with abbreviation, genus name and Genbank Accession No. denoted in parenthesis): bovine ephemeral fever virus (BEFV, Ephemerovirus, AAG10420), Drosophila melanogaster sigmavirus (DMelSV, Sigmavirus, CBA18272), Durham virus (DURV, Tupavirus, ADB88761, partial sequence), infectious hematopoietic necrosis virus (IHNV, Novirhabdovirus, AAC42155), lettuce necrotic yellows virus (LNYV, Cytorhabdovirus, CAI30426), perch rhabdovirus (PRV, Perhabdovirus, AFX72892), Potato yellow dwarf virus (PYDV, Nucleorhabdovirus, ADE45274), rabies virus (RABV, Lyssavirus, AAA47219), spring viraemia of carp virus (SVCV, Sprivivirus, AAK60424), Tibrogargan virus (TIBV, Tibrovirus, ADG86355) and vesicular stomatitis virus  (VSIV, Vesiculovirus,  AAA48442). These viruses are the type virus species of their respective genera.

