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aagataatcaagaaaacaggtatagcgtttcttctacgtcagatatcaaatccgtgatcgagtgaacaatgtcaatatgacaatattctacaaag
aagaaattttgtttcattcatatttcttggtaatgtatcgattgatcattttgtttcttcctgtttttgtttctatattgtttaacactacaccaatgcttctget
getttggatgacgagatagttttttttttactcgacacatcatacaagaccttcgtaagtatctgtaatacacgaatcattaatacataacacgaata
atgcattactatagttttgagaatctcattctcatacttctgtctetcttgttgtcgaagaatatcacacttaacatataaaaagaacaacatgtcagt
acacaaaggtaaagcccaccaaag aaaagaaaacaagacttaactataacaataaatttaatgtcgctctcaaaactcatttttttcatat
gaattttctaacacaaacaattttcltﬁggéaaatctc [&ccttgtatctcttatataactcatetctetatactccgaacatgteectetecgtta
accttaacggccATG

Supplemental Figure S2. Location of the AW-box in ROD1 proximal upstream region.
ATG, transcription start site; red, 5’-UTR; black, promoter. The AW-box motifs are highlighted
in blue.



