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Supplementary Table S1

Primer sequences of murine ERVs and interferon-responsive genes

Primer

Sequence

IAP-1-forward
IAP-1-reverse
MLV-forward
MLV-reverse
LV30-2-forward
LV30-2-reverse

MuRRS-forward

MuRRS-reverse

TBP-forward
TBP-reverse
Oasl-forward
Oasl-reverse
Irf7-forward
Irf7-reverse
Isg15-forward
Isgl5-reverse
Rigl-forward
Rigl-reverse
Mda5-forward
Mda5-reverse
B-actin-forward

B-actin-reverse

5'-GGAGAAGTCCTACCTCAGGGG-3'
5-GGAGAACAAAATGTCATCCATATA-3'
5'-CCAGACTTGATCCTGCTACA-3'
5-CTCAGTCAGCCATCTCTGAC-3'
5'-CTCGCACCTTTTCGCGCTCG-3'
5-GCGAGGGGATCATCATAACA-3
5-TTAGCCTCCTTCCGAGCTGA-3'
5-GCCTCTGTCAGCCACCGTTT-3
5-TTCTGAGAGCTCTGGAATTGTA-3'
5-TGGATTGTTCTTCACTCTTGGC-3'
5'- ATTACCTCCTTCCCGACACC-3'
5-CAAACTCCACCTCCTGATGC-3'
5'-CTTCAGCACTTTCTTCCGAGA-3'
5-TGTAGTGTGGTGACCCTTGC-3'
5'-CCAGTCTCTGACTGTGAGAGC-3'
5-GCATCACTGTGCTGCTGGGAC-3'
5'-CCACCTACATCCTCAGCTACATGA-3'
5-TGGGCCCTTGTTGTTCTTCT-3'
5'-AGATCAACACCTGTGGTAACACC-3'
5-CTCTAGGGCCTCCACGAACA-3
5'-GAAATAGTGCGTGACATCAAAG-3'
5-TGTAGTTTCATGGATGCCACAG-3'




Supplementary Table S2 The genes that were commonly up-regulated by both 5-Aza-CdR treatment and Dnmt1-knockdown

Symbol pescription 5-Aza-CdR treatment Dnmtl-knockdown Average
Control __5-AZA __ Ratio | Contol MTI-KD _ Ratio | Ratio

2310016F 22Rik RIKEN cDNA 2310016F22 gene 21 2629 1229 81 1526 189 709
asia 2-5' oligoadenylate synthetase 1A 85  657.7 773 415 6509 157 465
l0as2 25" oligoadenylate synthetase 2 24 1261 523 92 1818 19.7 36.0
fid4 interferon-induced protein 44 ND 1118 ND| 134 2339 17.4 17.4
i3 interferon-induced protein with tetratricopeptide repeats 3 11 189 17.0 189 3064 162 16.6
Trim30 tripartite motif protein 30 a4 238 54 33 826 248 151
Fbxo39 F-box protein 39 346 6850 198 1061 10538 99 149
Xirsd X-linked lymphocyte-regulated 5D 13 337 256 27 54 20 138
|Oas1a 2-5' oligoadenylate synthetase 1A 469 7319 156 727 7297 100 128
coi2 chemokine (C-C motif) ligand 2 135 2714 201 141 779 55 128
Usp18 ubiquitin specific peptidase 18 505 6345 126 424 4824 114 120
ITatp T-cell specific GTPase 258 2786 108 89 1002 113 110
D12End647e 1SG12a protein (DNA segment, Chr 12, ERATO Doi 647, expressed). 1567 2664.2 170| 1871 5688 30 100
Sifnd. schiafen 4 21 276 129 26 164 63 96
Ubd ubiquitin D 36 599 164 55 136 25 95
Mx2 myxovirus (influenza virus) resistance 2 36 234 64 85 1037 122 93
i1 interferon-induced protein with tetratricopeptide repeats 1 390 1976 51 537 6948 129 90
7 interferon regulatory factor 7 225 2258 100 277 1998 7.2 86
Gbp2 guanylate nucleotide binding protein 2 56 663 118 56 242 a3 80
Gbp3. guanylate nucleotide binding protein 3 a7 382 82 50 385 7.7 80
Mpa2! Imacrophage activation 2 like 22 276 125 14 a2 29 7.7
Cedcso coiled-coil domain containing 80 281 3541 126 93 252 2.7 7.7
a7 interferon gamma inducible protein 47 653 2904 a4 53 576 108 7.6
Rhox2 reproductive homeobox 2 15 19.7 130 19 a3 23 7.6
BC013672 [cDNA sequence BC013672 99 623 63 116 953 82 7.2
Psmbs. proteosome (prosome, macropain) subunit, beta type 8 (large multifunctional peptidase 7) 675 4829 7.2 50 341 68 7.0
ligp2 interferon inducible GTPase 2 174 8358 71 261 1757 6.7 69
ITatp T-cell specific GTPase 26 185 71 14 9.4 6.7 69
BC013672 [cDNA sequence BC013672 6.4 236 37 162 1599 99 68
Parp14 poly (ADP-ribose) polymerase family, member 14 256 2081 81 216 1065 49 65
ligp2 interferon inducible GTPase 2 982 6627 6.7 326 2045 63 65
D14End668e Activated spleen cDNA, RIKEN full-length enriched library, clone:F830031K02 product:PHD finger protein 11, full insert sequence. 204 1278 63 429 63
cdso CDBO antigen 08 7.9 94 55 160 29 61
1700007K13Rik RIKEN cDNA 1700007K13 gene 349 167.7 a8 28 206 74 61
Parp: poly (ADP-ribose) polymerase family, member 12 268 2074 7.7 236 934 40 58
Rsad2 radical S-adenosyl methionine domain containing 2 445 1627 37 848 6612 78 57
irgm immunity-related GTPase family, M 1316 8720 66| 1833 9049 a8 57
Hshad hematopoietic SH2 domain containing 13 88 67 39 164 a2 55
Mpa2! Imacrophage activation 2 like 19 66 34 12 87 75 54
fin1 interferon induced with helicase C domain 1 181 1103 61 316 1476 a7 54
Bst2 bone marrow stromal cell antigen 2 1024 6958 68 827 3003 36 52
Oasl2 25" oligoadenylate synthetase-like 2 249 1022 a1 289 1794 62 52
Sifn2 schiafen 2 496 2101 a2 518 3033 59 50
BC020489 [cDNA sequence BC020489 4336 20362 a7| 1188 6360 54 50
[Trim34 tripartite motif protein 34 148 915 6.2 110 425 39 50
Rip4 receptor transporter protein 4 1376 667.2 48| 2088 10030 48 48
Oasl1 25" oligoadenylate synthetase-like 1 492 2707 55| 1669 6804 a1 48
|Adar adenosine deaminase, RNA-specific 121 778 65 164 515 31 a8
Oas1b 2-5' oligoadenylate synthetase 18 38 17.6 a7 29 143 a9 a8
Serpine2 serine (or cysteine) peptidase inhibitor, clade E, member 2 261 1603 61 19.0 627 33 a7
D11EMd759% 13 days embryo male testis cDNA, RIKEN full-length enriched library, clone:6030403J01 product:similar to THYRO1000270 PROTEIN. 1377 6616 48| 1200 5796 as 46
Cpebl cytoplasmic polyadenylation element binding protein 1 12 80 6.4 23 6.2 2.7 a6
Parp9 poly (ADP-ribose) polymerase family, member 9 482 2508 5.2 535 2117 40 a6
1810036HO7RiK RIKEN cDNA 1810036H07 gene 10 49 51 24 9.4 40 a5
[Veam1 vascular cell adhesion molecule 1 a7 270 58 165 544 33 a5
Ca244 CD244 natural killer cell receptor 284 100 69.1 69 51 103 20 a5
ITyki thymidylate kinase family LPS-inducible member 139 641 a6 117 498 43 a4
1700003E16Rik RIKEN cDNA 1700003E16 gene 19 17 63 11 28 25 a4
Isgf3g interferon dependent positive acting transcription factor 3 gamma 516 2862 55 867 2779 32 a4
2200002D01Rik RIKEN cDNA 2200002001 gene 84 511 61 671 1653 25 a3
ligp2 interferon inducible GTPase 2 2067 6747 33 107 55.7 5.2 a2
2810022L02Rik RIKEN cDNA 281002202 gene 34 146 a3 91 379 a2 a2
proteosome (prosome, macropain) subunit, beta type 9 (large multifunctional peptidase 2) 778 2345 30 1.7 622 53 a2

Rasgrf2 IRAS protein-specific guanine nucleotide-releasing factor 2 09 48 5.2 16 a8 30 a1
D11Lgp2e Probable ATP-dependent helicase LGP2 (EC 3.6.1.-) (Protein D11Lgp2). 180 %02 50 149 465 31 41
oas1c 2-5' oligoadenylate synthetase 1C 7.9 431 55 65 166 26 40
|Ak1 adenylate kinase 1 141 773 55 187 a71 25 40
B2m beta-2 microglobulin 33125 145846 44| 11913 42678 36 40
Dbl deltex 3-like (Drosophila) 373 1893 51 402 1130 28 39
cels chemokine (C-C motif) ligand 5 101 382 38 84 327 39 38
i18bp interleukin 18 binding protein 23 126 54 32 71 22 38
Sncg synuciein, gamma 199 882 a4 87 276 32 38
Parp14 poly (ADP-ribose) polymerase family, member 14 13 50 38 40 141 36 37
|Apof apolipoprotein F 34 145 a3 11 31 28 35
Tnfrsf18 tumor necrosis factor receptor superfamily, member 18 246 971 39 330 943 29 34
1ip750 zinc finger protein 750 140 622 a4 223 530 24 34
Trim12 tripartite motif protein 12 374 1335 36 305 952 31 33
Npb neuropeptide B 43 18.2 43 12 29 24 33
Tap1 transporter 1, ATP-binding cassette, sub-family B (MDRITAP) 307 1361 44 266 577 22 33
[Timp1. tissue inhibitor of metalloproteinase 1 105 356 34 13 41 32 33
BC057170 [cDNA sequence BC057170 75 219 29 a3 158 37 33
E330016A19Rik RIKEN cDNA E330016A19 gene 17 a3 25 18 7.2 a1 33
i35 interferon-induced protein 35 1070 3155 29 927 3332 36 33
Starz signal transducer and activator of transcription 2 241 753 31 283 947 33 32
Scnib sodium channel, voltage-gated, type |, beta a1 157 39 13 32 25 32
NP_001020554.1 similar to melanoma associated antigen (mutated) 1-fike 1 (LOC674060), MRNA 12 a7 38 a2 104 25 31
Ube2l6 ubiquitin-conjugating enzyme E2L 6 712 1682 24 346 1203 37 30
Forl1 Fe receptor-like 1 25 63 25 11 38 34 30
ogfr lopioid growth factor receptor 1828 6041 33| 1125 2903 26 29
BC057170 cDNA sequence BC057170 307 975 32 290 781 27 29
Sic36a3 solute carier family 36 (proton/amino acid symporter), member 3 14 31 21 12 a3 36 28
keratin 5 25 7.7 30 30 79 26 28

|OTTMUSGO00000000651  |predicted gene, OTTMUSG00000000651 25 83 33 286 64.0 22 28
Npnt nephronectin 10 35 34 17 36 21 28
Casps caspase 4, apoptosis-related cysteine peptidase 609 2088 34| 1727 3581 21 28
0lfr360 olfactory receptor 360 12 41 33 26 58 22 27
D330028D13Rik RIKEN cDNA D330028D13 gene 60 148 25 21 60 29 27
kx imohawk 56 113 20 35 1201 33 26
FoxjL forkhead box J1 a7 152 32 100 209 21 26
Gapa3 (growth associated protein 43 12 26 21 13 a1 32 26
Rni31 ring finger protein 31 519 1434 28 243 58.7 24 26
Rni26 ring finger protein 26 34 88 26 18 a7 26 26
Pixdc2 plexin domain containing 2 32 100 31 20 40 20 26
EG330552 predicted gene, EG330552 12 36 29 24 55 23 26
|Ankrd29 [ankyrin repeat domain 29 54 146 2.7 a9 119 24 26
St3gal2 ST3 beta-galactoside alpha-2,3-sialyltransferase 2 141 423 30 17 245 21 25
Tnfrsf17 tumor necrosis factor receptor superfamily, member 17 14 30 21 18 53 30 25
|ze3havi zinc finger CCCH type, antiviral 1 500 1212 24 327 86.0 26 25
Nmi IN-myc (and STAT) interactor 1589 4254 27 %81 2327 24 25
510029 5100 calcium binding protein A9 (calgranulin B) 08 19 25 37 925 26 25
Prss28. protease, serine, 28 11 30 27 26 6.0 23 25
19230105E10Rik RIKEN cDNA 9230105E10 gene 71 17.3 24 113 292 26 25
Grb10 (growth factor receptor bound protein 10 17 43 25 24 60 25 25
Hpcald hippocalcin-like 4 20 59 29 16 33 21 25
Plec1 plectin 1 937 2099 22 792 2155 27 25
Sec31b Sec31 homolog B (S. cerevisiae) 10 25 24 15 38 26 25
Trim21 tripartite motif protein 21 213 6.7 22 223 606 2.7 25
Rnf182 ring finger protein 182 29 61 21 19 50 2.7 24
ENSML 19 predicted gene, ENSML 19 09 20 22 16 a1 25 23
Ipo11 importin 11 08 22 26 30 6.2 21 23
wargs WD40 repeat domain 85 13 33 25 102 215 21 23
K12 keratin 12 16 a1 26 6.4 131 21 23
Torsa torsin family 3, member A 604 1578 26 679 1361 20 23
n2 squamous cell carcinoma antigen recognized by T cells 2 10 25 24 20 a4 22 23
13100002H09RiK RIKEN cDNA 3100002H09 gene 16 34 22 48 116 24 23
|A330084C13Rik RIKEN cDNA A330084C13 gene 11 27 24 44 9.4 21 23
2310002015Rik RIKEN cDNA 2310002J15 gene 159 373 23 653 1429 22 23
Kirag killer cell lectin-like receptor, subfamily A, member 8 12 28 24 18 38 22 23
IWhikkn1 WAP, FS, Ig, KU, and NTR-containing protein 1 6.4 154 24 2.7 56 21 22
Rassfl Ras association (RalGDS/AF-6) domain family 1 859 1768 21| 1179 2833 24 22
NP_001033765.1 similar to oocyte specific homeobox 3 (MGC117731), mRNA 25 52 21 27 65 24 22
N28178 expressed sequence N28178 23 52 23 15 33 22 22
Kenhe potassium voliage-gated channel, subfamily H (eag-related), member 6 141 335 24| 1231 2521 20 22
Hsf2 heat shock factor 2 30 6.2 20 12 29 24 22
EG384814 predicted gene, EG384814 14 32 23 18 36 20 22
Twi2 twinfilin, actin-binding protein, homolog 2 (Drosophila) 1592 3501 22 882 1854 21 22
Gaddash growth arrest and DNA-damage-inducible 45 beta 2784 5750 21| 22385 4997 22 22
149334071 21Rik RIKEN cDNA 493340721 gene 19 41 21 18 40 22 22
Speer-ps1 spermatogenesis associated glutamate (E)-rich protein 8, pseudogene 1 14 29 21 71 157 22 21
Parp11 poly (ADP-ribose) polymerase family, member 11 156 338 22 128 262 21 21
Frmds [FERM domain containing 5 12 25 21 14 30 21 21
Sic1a3 solute carrier family 1 (glial high affinity glutamate transporter), member 3 24 52 22 45 91 20 21
Ntng1 netrin G1 71 150 21 19 37 20 21
[Tsensa tRNA splicing endonuclease 54 homolog (SENS4, S. cerevisiae) 1397 2797 20| 1847 3805 21 20
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