Figure S5 — Schematic of PCR and sequencing of key regions of the S. mediterranea mitochondrial genome.
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Non coding regions with surrounding genes for each S. mediterranea biotype. Numbered bars represent amplification

primer locations and expected products. These numbers correspond to the numbers in Figure S6 and table S5. tRNA
names are not show except for “S1”. See Figures 1 and 2 for full gene complement and tRNA names.



