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Charge:  2
heavy
MODSEQ: _EFVDLLRDDLEK_
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RPHIIVATPGR / File181294 Spectrum3193 scans: 2225 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20120514_09_N2lCBh_38to40.RAW]
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protein:  T26G10.1
PEP:  0.0043233
Charge:  3
heavy
MODSEQ: _RPHIIVATPGR_
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VTVSRPLGPAGPR / File181286 Spectrum3038 scans: 2096 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20120514_08_N2lCBh_35to37.RAW]
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protein:  Y73F4A.1
PEP:  0.0031121
Charge:  3
heavy
MODSEQ: _VTVSRPLGPAGPR_
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TTAHRPTFHPAR / File92681 Spectrum1317 scans: 1172 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121213_22_PK_2ndBioch_L4N2light_35to37_ExclList.RAW]
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protein:  T10C6.5
PEP:  0.00055861
Charge:  3
heavy
MODSEQ: _(ac)TTAHRPTFHPAR_
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VTFECLQQAIAIVKPGVK / File181662 Spectrum9045 scans: 5545 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121213_29_PK_2ndBioch_L4N2light_38to40_ExclList.RAW]
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protein:  Y37E11AL.7
PEP:  0.00036049
Charge:  3
heavy
MODSEQ: _VTFECLQQAIAIVKPGVK_
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