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126



ICLDDPAEFLK / File62271 Spectrum7937 scans: 5434 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121220_40_L4N2heavy_23to25_ExcList_2ndBioch_PK.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
20

00
40

00
60

00
80

00

b2
_3

b1
_2

b2
_6

b1
_3

y1
_3

b2
_8

y2
_1

0
b1

_5

b2
_1

1

y1
_6

y1
_7

b1
_8

y1
_8

y1
_9

b1
_9

b1
_1

0

y1
_1

0

0
20

40
60

80
10

0

27
4.

24

19
3.

98

38
7.

29

40
7.

46

45
7.

8

61
7.

42

60
4.

54

65
1.

63

70
4.

51

81
9.

45

91
4.

47

93
4.

55

10
61

.3
2

10
47

.6
6

11
74

.7
2

12
07

.6
7

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y32H12A.4
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light
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light
MODSEQ: _IEDFENIVEELAK_
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MODSEQ: _IFAFCNEAGEGLFR_
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LNLADVLTSLGEHGIADSK / File181724 Spectrum11061 scans: 6765 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121220_04_L4N2heavy_35to37_ExcList_2ndBioch_PK.RAW]
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protein:  F15D3.7
PEP:  0.014418
Charge:  2
heavy
MODSEQ: _MVGKPWMTR_
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RPVMSGPGIYDPTTILNR / File105975 Spectrum7003 scans: 4361 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121220_03_L4N2heavy_32to34_ExcList_2ndBioch_PK.RAW]
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protein:  T09E8.3
PEP:  0.010035
Charge:  3
heavy
MODSEQ: _RPVMSGPGIYDPTTILNR_
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RTEPSTVAIHQANDK / File42337 Spectrum1715 scans: 1682 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121012_06_20to22ExcList_N2hCBl.RAW]
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protein:  Y40B10A.2
PEP:  0.0082408
Charge:  3
heavy
MODSEQ: _RTEPSTVAIHQANDK_
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FRPLSLQLPK / File181732 Spectrum7221 scans: 4584 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20121220_05_L4N2heavy_38to40_ExcList_2ndBioch_PK.RAW]
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protein:  Y47D9A.1a
PEP:  0.0055038
Charge:  3
heavy
MODSEQ: _FRPLSLQLPK_
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