
LQLENDELAEVER / File181940 Spectrum9514 scans: 5984 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_55_3Biol_1BiochL4N2h_20to22_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
20

40
60

80
10

0

b1
_2

b2
_4

y2
_4

b1
_3

y2
_7

b1
_4

y2
_8

b2
_1

3

y1
_9

b1
_1

0

y1
_1

0

b1
_1

2

0
20

40
60

80
10

0

24
2.

15

27
1.

15

35
5.

14

42
8.

59

48
4.

43
48

5.
31

77
4.

92

11
55

.6
2

10
84

.3
7

12
13

.3
8

13
83

.5

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F47G6.4
PEP:  0.023698
Charge:  2
heavy
MODSEQ: _LQLENDELAEVER_

1



YCALDGGIFFEDGTR / File6671 Spectrum7661 scans: 4997 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_23_3Biol_2L4N2h_23to25_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
10

0
20

0
30

0
40

0

y1
_2

b1
_2

y1
_3

b1
_3

y1
_4

y2
_1

0

y1
_6

b1
_8

b1
_9

y1
_1

0

y1
_1

1

y1
_1

3

0
20

40
60

80
10

0

32
4

39
5.

2

28
6.

14

34
3.

33

45
8.

13

55
4.

45

84
9.

94

73
4.

27

99
7.

44

11
08

.5
6

12
23

.6
3

14
07

.5
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y41E3.2
PEP:  0.0040159
Charge:  2
heavy
MODSEQ: _YCALDGGIFFEDGTR_

2



TEDDLIPEADWLK / File181832 Spectrum9177 scans: 5541 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_38_3Biol_1BiochL4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400 1600

0
50

0
10

00
15

00
20

00
25

00
30

00

y1
_2

y2
_6

b2
_8

b1
_4

y1
_4

b1
_5

b1
_6

b2
_1

3
y1

_6

y1
_7

y1
_8

y1
_1

1

0
20

40
60

80
10

0

26
8.

27

46
1.

29

38
5.

29

57
4.

14
56

9.
28

68
7.

38

76
7.

87
76

9.
13

86
6.

5

97
9.

9

13
22

.7
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  W07E6.4
PEP:  0.0064278
Charge:  2
heavy
MODSEQ: _TEDDLIPEADWLK_

3



SAYAQAADNFLDELAGK / File181948 Spectrum9155 scans: 5584 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_56_3Biol_1BiochL4N2h_23to25_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
10

0
20

0
30

0
40

0

y1
_3

b1
_4

y1
_4

b2
_9

y1
_5

b1
_6

y2
_1

2
y1

_6

y1
_9

b1
_1

0

y1
_1

0

y1
_1

1

y1
_1

3

b1
_1

5

b1
_1

6

0
20

40
60

80
10

0

39
3.

14

28
3.

29

39
6.

14

44
7

52
5.

32

59
2.

12

64
0.

43
63

6.
55

10
14

.5
2 10

39
.6

11
29

.6
7

12
00

.7
1

13
99

.5
8

15
81

.1
7

16
37

.9
7

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F27C1.2b
PEP:  3.46e−06
Charge:  2
heavy
MODSEQ: _SAYAQAADNFLDELAGK_

4



ANAVSAPSPVAAR / File7819 Spectrum3727 scans: 2764 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_09_3Biol_2L4N2h_29to31.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

00
20

00
30

00
40

00

y1
_1

b2
_6

b2
_1

0

y2
_1

0

y2
_1

1
b2

_1
2

b2
_1

3

y1
_8

b1
_1

0

y1
_1

0
b1

_1
1

y1
_1

1
b1

_1
2

0
20

40
60

80
10

0

25
8.

1

18
5.

18

44
7.

83

48
2.

47

51
9

51
8.

04

60
1.

9

77
8.

51 89
4.

6

96
5.

64
96

4.
43

10
36

.5
4

10
35

.6
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K03H1.12
PEP:  0.0096194
Charge:  2
heavy
MODSEQ: _ANAVSAPSPVAAR_

5



LTEIDVQVETDR / File181948 Spectrum9487 scans: 5971 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_56_3Biol_1BiochL4N2h_23to25_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
10

0
20

0
30

0
40

0

b2
_4

y1
_3

y1
_4

b2
_1

2

y1
_6

b1
_8

y1
_8

b1
_9

y1
_1

0

0
20

40
60

80
10

0

22
9.

23

40
1.

22

53
0.

26

70
5.

44

75
7.

44

89
8.

4

10
27

.4
5

97
1.

37

12
13

.8
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  E01F3.1b
PEP:  0.010713
Charge:  2
heavy
MODSEQ: _LTEIDVQVETDR_

6



LLAAVAQSR / File181988 Spectrum1976 scans: 2005 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_66_3Biol_1BiochL4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

0
10

00
15

00
20

00
25

00
30

00

y2
_2

y1
_1

b2
_4

b1
_2

y1
_2

b1
_3

y2
_7

b1
_4

b2
_9

b1
_6

y1
_5

y1
_6

y1
_7

0
20

40
60

80
10

0

18
5.

31
18

5.
31

13
7.

14

22
7.

23

29
8.

26

27
2.

32

36
9.

37

35
6.

23

53
9.

43

46
1.

09

57
0.

32

64
1.

36

71
2.

46

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  D1069.2
PEP:  0.003504
Charge:  2
heavy
MODSEQ: _LLAAVAQSR_

7



ETMATNVLQLLLR / File181980 Spectrum9552 scans: 6116 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_63_3Biol_1BiochL4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
10

0
20

0
30

0
40

0
50

0
60

0

y1
_2

y2
_5

y1
_3

y1
_4

y1
_5

y1
_8

y1
_9

b1
_1

1

0
20

40
60

80
10

0

29
8.

28

32
6.

14

41
1.

33

52
4.

54

65
2.

49

97
8.

37

10
79

.9
6

12
14

.6
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y54E10A.2
PEP:  0.012591
Charge:  2
heavy
MODSEQ: _ETMATNVLQLLLR_

8



MDLENFLLGIPIVTR / File181794 Spectrum11958 scans: 7764 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_14_3Biol_2L4N2h_35to37.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400 1600

0
10

0
20

0
30

0
40

0
50

0

y1
_2

y1
_3

b1
_3

b2
_1

0
y1

_5

y1
_7

b1
_6

b1
_8

b1
_9

b1
_1

0

b1
_1

2

0
20

40
60

80
10

0

28
6.

35

40
2.

28

38
5.

46

59
4.

65
59

5.
41

79
2.

19

76
5.

55

10
18

.0
9

11
88

.3
8

13
98

.7
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F25D7.1
PEP:  0.014819
Charge:  2
heavy
MODSEQ: _(ac)MDLENFLLGIPIVTR_

9



TYEGAQFQYGIMR / File177650 Spectrum5853 scans: 4040 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_07_3Biol_2L4N2h_23to25.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
10

00
20

00
30

00

y2
_4

b1
_2

y1
_2

b1
_3

y1
_3

y1
_4

y1
_5

b1
_6

y2
_1

1

y1
_6

b2
_1

3

y1
_7

b1
_8

y1
_8

b1
_9

y1
_9

y1
_1

0

b1
_1

1

y1
_1

1

0
20

40
60

80
10

0

26
5.

32

31
6.

32

24
3.

1

39
4.

08

42
9.

27

48
6.

35

65
0.

41
64

9.
46

65
5.

58

77
8.

25
77

7.
39

92
5.

44
92

4.
38

10
52

.3
6

10
88

.6
1

11
23

.5
9

11
80

.6

12
58

.5
8

13
09

.6
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y94H6A.10
PEP:  6.3105e−05
Charge:  2
heavy
MODSEQ: _TYEGAQFQYGIMR_

10



AIPALLAIFQR / File181904 Spectrum7740 scans: 5381 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_32_3Biol_2L4N2h_41to44_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

0
20

0
30

0

b1
_2

y1
_1

y1
_2

b2
_9

y1
_3

b1
_5

b2
_1

0
y2

_9

b2
_1

1

y1
_5

b1
_7

b1
_8

y1
_7

b1
_9

y1
_8

b1
_1

0
y1

_9

0
20

40
60

80
10

0

18
5.

21
18

5.
21

31
3.

44

46
6.

11
46

0.
23

52
0.

06

60
3.

43

52
0.

06

65
0.

47
64

4.
37

76
3.

52

91
0.

64

87
0.

84

94
1.

49

10
38

.7
8

10
38

.7
8  R
el

at
iv

e 
ab

un
da

nc
e

protein:  B0513.1
PEP:  0.00071409
Charge:  2
heavy
MODSEQ: _AIPALLAIFQR_

11



VVVAECDQVGR / File181940 Spectrum3468 scans: 2418 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_55_3Biol_1BiochL4N2h_20to22_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

00
20

00
30

00
40

00
50

00
60

00

y1
_1

b2
_4

b1
_2

y1
_2

y2
_6

b2
_7

b2
_1

0

b2
_1

1

b1
_6

y1
_7

y1
_8

b1
_9

b1
_1

0

0
20

40
60

80
10

0

19
9.

09

18
5.

17

24
2.

21

38
7.

19

37
2.

25

52
9.

22

65
8.

4

61
2.

82

87
3.

48

10
00

.4
3

94
4.

38

10
57

.7
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  AC3.10
PEP:  0.0092029
Charge:  2
heavy
MODSEQ: _VVVAECDQVGR_

12



SAQLLLSALR / File181920 Spectrum7153 scans: 4400 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

00
40

00
60

00
80

00

y2
_3

y1
_1

y2
_5

b1
_3

y1
_2

y1
_3

b1
_4

y1
_4

y2
_8

b1
_5

b2
_1

0

y1
_5

b1
_6

y1
_6

b1
_7

b1
_8

y1
_7

b1
_9

y1
_8

0
20

40
60

80
10

0

18
5.

08
18

5.
08

28
7.

17

29
8.

22

28
4.

81

40
0.

31

36
9.

32

51
3.

34

45
6.

37
46

2.
51

53
2.

1

56
9.

37

62
6.

41

68
2.

51

71
3.

5

78
4.

48

79
5.

57

89
7.

55

92
3.

61

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T24H10.1
PEP:  0.00020503
Charge:  2
heavy
MODSEQ: _SAQLLLSALR_

13



LLNEEQYAK / File6869 Spectrum3409 scans: 2358 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_05_3Biol_2L4N2h_7to19.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
10

00
20

00
30

00
40

00
50

00
60

00

y1
_2

b1
_2

b1
_3

y1
_3

b2
_7

y2
_7

b1
_4

y1
_4

b2
_9

y1
_5

b1
_6

y1
_6

y1
_7

b1
_7

y1
_8

0
20

40
60

80
10

0

22
7.

13
22

6.
08

34
1.

31

44
5.

47

38
9.

35

44
5.

47

47
0.

36

54
9.

63

51
7.

33

64
6.

4

72
7.

41

77
5.

35

89
0.

51
88

9.
4

10
02

.6
5

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F52A8.5
PEP:  0.015851
Charge:  2
heavy
MODSEQ: _LLNEEQYAK_

14



ASDVIFDEVVDVFNK / File181846 Spectrum11874 scans: 7530 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_40_3Biol_1BiochL4N2h_26to28.RAW]
m/z

In
te

ns
ity

400 600 800 1000 1200 1400 1600

0
50

10
0

15
0

b1
_4

y2
_7

y1
_3

y1
_4

y1
_5

b2
_1

5

b1
_8

b1
_1

0

b1
_1

1

b1
_1

2
y1

_1
1

b1
_1

3

0
20

40
60

80
10

0

41
5.

09
41

6.
32

51
5.

4

41
5.

09

63
0.

28

91
9.

61

86
5.

01

11
17

.5
6

12
32

.5
3

13
31

.3
8

13
32

.7
1 14

78
.7

3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C07H6.1
PEP:  0.0011135
Charge:  2
heavy
MODSEQ: _(ac)ASDVIFDEVVDVFNK_

15



MDGLDPYDEMEISCK / File13550 Spectrum7937 scans: 5252 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_37_3Biol_1BiochL4N2h_7to19.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
10

00
20

00
30

00
40

00
50

00

y1
_2

y1
_3

b2
_8

b1
_5

y2
_1

0

y2
_1

2

b2
_1

4

b2
_1

5

b1
_1

0

b1
_1

2

b1
_1

3

0
20

40
60

80
10

0

31
5.

27

57
4.

32

64
8.

44

85
7.

66

76
2.

38

92
6.

26

12
25

.4
8

14
67

.8
4

15
54

.8
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C45H4.14b
PEP:  0.0066786
Charge:  2
heavy
MODSEQ: _(ac)MDGLDPYDEM(ox)EISCK_

16



DEIEFVLR / File177650 Spectrum7973 scans: 5347 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_07_3Biol_2L4N2h_23to25.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00
12

00

y1
_1

y2
_3

b1
_2

y1
_2

y2
_6

b2
_8

b1
_6

y1
_6

b1
_7

0
20

40
60

80
10

0

24
5.

08

18
5.

04

19
9.

15

29
8.

23 39
4.

11

50
6.

56

73
3.

31

84
6.

52

78
6.

53

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C09F9.2
PEP:  0.014097
Charge:  2
heavy
MODSEQ: _DEIEFVLR_

17



LISIHNAIDNR / File7819 Spectrum3522 scans: 2525 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_09_3Biol_2L4N2h_29to31.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

00
20

00
30

00
40

00

y1
_1

b1
_2

b2
_5

y2
_5

y1
_2

b1
_3

y1
_3

y2
_7

y2
_8

y2
_9

y1
_4

b1
_5

y1
_5

b2
_1

1

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

b1
_9

y1
_9

b1
_1

0

0
20

40
60

80
10

0

22
7.

24

18
5.

28

31
4.

32

29
9.

13
29

9.
13

41
4.

37

42
5.

47

48
1.

94

56
4.

37

52
7.

39

59
8.

38

52
5.

48

62
9.

58

71
2.

32

74
9.

51

86
2.

39

84
9.

5

97
7.

52

96
2.

65

10
91

.9
5

10
49

.4
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T09F5.9
PEP:  1.33e−07
Charge:  2
heavy
MODSEQ: _LISIHNAIDNR_

18



HPIVSTLTNR / File181794 Spectrum1967 scans: 1941 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_14_3Biol_2L4N2h_35to37.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
10

00
20

00
30

00
40

00
50

00
60

00
70

00

y1
_1

b1
_2

b2
_7

b2
_9

y2
_9

b2
_1

0

y1
_7

y1
_8

y1
_9

0
20

40
60

80
10

0

23
5.

27

18
5.

26

37
4.

3 48
2.

45

50
6.

07

56
5.

58

80
0.

61

91
3.

56

10
10

.6
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T27F6.6
PEP:  0.018349
Charge:  2
heavy
MODSEQ: _HPIVSTLTNR_

19



LLEISPR / File177650 Spectrum3606 scans: 2586 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_07_3Biol_2L4N2h_23to25.RAW]
m/z

In
te

ns
ity

200 300 400 500 600 700

0
20

00
0

40
00

0
60

00
0

80
00

0
10

00
00

12
00

00

y2
_3

y1
_1

b1
_2

b2
_6

b1
_3

y1
_3

b2
_7

y1
_4

y1
_5

b1
_6

y1
_6

0
20

40
60

80
10

0

18
5.

13

22
7.

17

35
6.

23

36
9.

29

41
0.

5

48
2.

12

65
3.

61

61
1.

37

72
4.

6  R
el

at
iv

e 
ab

un
da

nc
e

protein:  C50E3.12
PEP:  0.012116
Charge:  2
heavy
MODSEQ: _LLEISPR_

20



AGGSGGTGQNATSVFGGAGR / File141707 Spectrum3128 scans: 2069 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_24_3Biol_2L4N2h_26to28_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
20

0
40

0
60

0
80

0
10

00
12

00

y1
_2

y1
_5

b2
_1

4
y1

_6

y2
_1

6

y1
_8

b1
_1

0
y2

_1
8

y1
_1

0

b1
_1

3
y1

_1
1

y1
_1

3

y1
_1

4
b1

_1
6

y1
_1

5

0
20

40
60

80
10

0

24
2.

31

42
7.

23

57
3.

49
57

4.
23

78
7.

57

76
0.

42

72
3.

61

79
5.

82

93
2.

46

10
46

.5
2

10
46

.5
2

12
31

.6
3

13
49

.4
5

13
32

.5
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F19B6.2a
PEP:  0.0012975
Charge:  2
heavy
MODSEQ: _AGGSGGTGQNATSVFGGAGR_

21



LSVLSLPGNR / File181794 Spectrum5331 scans: 3532 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_14_3Biol_2L4N2h_35to37.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

00
40

00
60

00

y1
_1

y2
_4

y2
_5

y1
_2

b1
_3

y1
_4

b1
_5

b2
_1

0

y1
_5

b1
_6

y1
_6

y1
_7

b1
_8

y1
_8

0
20

40
60

80
10

0

18
5.

12

30
0.

29
29

9.
23

49
9.

85

52
4.

67

45
3.

28

61
3.

32

56
6.

28

65
3.

46

76
7.

54
76

6.
47

86
5.

64

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T09A5.9
PEP:  0.001869
Charge:  2
heavy
MODSEQ: _LSVLSLPGNR_

22



FILIQNR / File89466 Spectrum3594 scans: 2818 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_30_3Biol_2L4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
20

00
40

00
60

00
80

00
10

00
0

12
00

0

y1
_1

b1
_2

y1
_2

y2
_5

b1
_3

y1
_3

b2
_7

b1
_4

y1
_4

y1
_5

b1
_6

0
20

40
60

80
10

0

18
5.

09

26
1.

08

29
9.

29

37
4.

12

32
7.

28

44
8.

61

42
7.

34

48
7.

33 54
0.

43

65
3.

36

72
9.

33

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F02E8.3
PEP:  0.024434
Charge:  2
heavy
MODSEQ: _FILIQNR_

23



LANIVLNHR / File89466 Spectrum1919 scans: 2029 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_30_3Biol_2L4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00

b1
_2

y1
_1

b1
_3

y1
_2

b1
_4

y1
_3

b2
_8

y2
_7

y2
_8

b1
_5

b2
_9

y1
_4

y1
_5

y1
_6

b1
_8

y1
_7

0
20

40
60

80
10

0

18
5.

1
18

5.
1

29
9.

15

32
2.

03

41
2.

32

51
1.

27

43
8.

23
43

6.
4

43
8.

23

47
4.

05

52
1.

64

54
9.

41

64
8.

36

76
1.

56

87
5.

62
87

5.
62

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C46A5.3a
PEP:  0.019028
Charge:  2
heavy
MODSEQ: _LANIVLNHR_

24



IVTAPLGLFSNR / File181802 Spectrum7339 scans: 4601 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_15_3Biol_2L4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
50

0
10

00
15

00
20

00

y1
_1

b2
_4

y2
_3

b1
_2

y1
_2

b1
_4

y1
_3

b2
_9

y2
_8

y2
_9

y1
_4

y2
_1

0

b1
_6

b2
_1

2

y1
_6

b1
_8

y1
_7

b1
_9

y1
_8

y1
_9

y1
_1

0

b1
_1

1

0
20

40
60

80
10

0

21
3.

13

18
5.

27
19

3.
2

38
5.

2

29
9.

33

38
6.

33

45
7.

29
45

7.
29

49
2.

9

59
5.

45

53
3.

29

54
3.

6

64
0.

61

70
3.

47

76
5.

57

81
6.

73

91
2.

92
91

3.
58

98
4.

65

11
13

.6
2

10
85

.5
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C33F10.14
PEP:  0.0028728
Charge:  2
heavy
MODSEQ: _IVTAPLGLFSNR_

25



LELLGDR / File13550 Spectrum3790 scans: 2747 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_37_3Biol_1BiochL4N2h_7to19.RAW]
m/z

In
te

ns
ity

100 200 300 400 500 600 700 800

0
20

00
0

40
00

0
60

00
0

80
00

0

y1
_1

b1
_2

y2
_5

y2
_6

b1
_3

y1
_3

b2
_7

y1
_4

y1
_5

b1
_6

b1
_7

0
20

40
60

80
10

0

18
5.

13

24
3.

28

29
2.

24

35
6.

47
35

7.
18

35
6.

47

40
4.

25

47
0.

19

58
3.

39

64
1.

42

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  R07E4.1a
PEP:  0.0075699
Charge:  2
heavy
MODSEQ: _LELLGDR_

26



FPLIPGR / File181972 Spectrum5058 scans: 3271 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_62_3Biol_1BiochL4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

100 200 300 400 500 600 700 800

0
20

0
40

0
60

0
80

0

y1
_1

y2
_4

b1
_2

y2
_6

y1
_3

b2
_7

y1
_4

y1
_5

y1
_6

0
20

40
60

80
10

0

18
5.

12

24
5.

17

22
7.

23

39
6.

16

33
9.

23

33
1.

64

45
2.

31

56
5.

42

66
2.

52

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F56H1.6
PEP:  0.024434
Charge:  2
heavy
MODSEQ: _FPLIPGR_

27



QIQDIENDR / File181956 Spectrum1941 scans: 1828 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_57_3Biol_1BiochL4N2h_26to28_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
10

00
20

00
30

00
40

00
50

00
60

00
70

00

y1
_1

b2
_3

b2
_7

b2
_8

b2
_9

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

0
20

40
60

80
10

0

18
5.

18
18

5.
18

42
1.

35

47
8.

95

56
1.

94

77
0.

95

84
1.

5

89
9.

49

95
6.

58

10
13

.0
9

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F02E8.5
PEP:  0.0074183
Charge:  2
heavy
MODSEQ: _QIQDIENDR_

28



VFIVGVGLR / File181802 Spectrum5922 scans: 4114 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_15_3Biol_2L4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00
12

00

y1
_1

y2
_4

b1
_2

y1
_2

y1
_3

b1
_3

y2
_7

b1
_4

b2
_9

y1
_5

b1
_5

y1
_6

b1
_6

y1
_7

y1
_8

0
20

40
60

80
10

0

24
7.

12

18
5.

27

22
7.

31

29
8.

23

36
0.

28
35

5.
33

36
2.

57

45
9.

35

47
6.

11

51
6.

31
51

1.
37

61
5.

46
61

0.
48

72
3.

5

87
0.

58

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  H04M03.4
PEP:  0.00019386
Charge:  2
heavy
MODSEQ: _VFIVGVGLR_

29



AVQGFLSSNR / File181988 Spectrum3307 scans: 2398 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_66_3Biol_1BiochL4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
10

00
20

00
30

00

b1
_2

y1
_1

y2
_3

b1
_3

y1
_2

y1
_3

y2
_8

y1
_4

b2
_1

0

y1
_5

b1
_6

b1
_7

y1
_6

b1
_8

y1
_7

b1
_9

y1
_8

0
20

40
60

80
10

0

17
1.

12

18
5.

21

29
9.

35
29

9.
35

38
6.

28

47
3.

32

46
0.

05

61
6.

38

53
5.

53

58
6.

45

70
3.

57

79
0.

51

73
3.

39

79
0.

51

90
4.

01

91
8.

47

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  M01B12.3
PEP:  0.0070734
Charge:  2
heavy
MODSEQ: _AVQGFLSSNR_

30



LLSSAISGR / File181880 Spectrum1874 scans: 1880 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_29_3Biol_2L4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

0
10

00
15

00
20

00
25

00
30

00

b2
_3

y1
_1

b1
_2

y1
_2

y1
_3

y1
_4

b2
_9

y1
_5

b1
_6

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

0
20

40
60

80
10

0

22
7.

32

18
4.

97

24
2.

27 32
9.

23

44
8.

15
44

2.
37

51
3.

44

58
5.

42

60
0.

56

67
2.

13

72
9.

33

68
7.

47

80
0.

55  R
el

at
iv

e 
ab

un
da

nc
e

protein:  M03C11.8
PEP:  0.0097589
Charge:  2
heavy
MODSEQ: _LLSSAISGR_

31



SALVLVAAR / File181880 Spectrum3558 scans: 2684 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_29_3Biol_2L4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
10

00
20

00
30

00
40

00
50

00
60

00

b1
_2

y1
_1

y2
_4

y1
_2

b1
_3

b2
_7

y1
_3

b1
_4

y2
_7

y1
_4

b2
_9

b1
_5

y1
_5

b1
_6

y1
_6

b1
_7

b1
_8

y1
_7

0
20

40
60

80
10

0

15
9.

08

18
5.

1

21
3.

21

27
2.

12

25
6.

2

37
1.

24

32
7.

2
32

7.
2

42
6.

3

37
6.

44

48
4.

31

44
6.

48

58
3.

45

53
9.

35

65
4.

48

63
8.

46

72
5.

43 75
1.

43

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K10C3.3
PEP:  0.00018724
Charge:  2
heavy
MODSEQ: _SALVLVAAR_

32



VFQSMPTR / File7819 Spectrum1947 scans: 1854 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_09_3Biol_2L4N2h_29to31.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
50

0
10

00
15

00
20

00

y1
_1

y2
_3

b1
_2

y1
_2

y2
_6

b1
_3

y1
_3

b2
_8

y1
_4

b1
_5

y1
_5

y1
_6

0
20

40
60

80
10

0

18
5.

26

24
7.

12

28
6.

24

37
4.

89

38
3.

36

36
5.

1

47
9.

49

51
4.

5

59
3.

37

60
1.

29

72
9.

34

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  EEED8.1
PEP:  0.010584
Charge:  2
heavy
MODSEQ: _VFQSMPTR_

33



VIIPVFALGR / File181894 Spectrum7536 scans: 4930 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_31_3Biol_2L4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00

y1
_1

b1
_2

y2
_4

b2
_5

b1
_3

y2
_7

y2
_8

b1
_5

b2
_1

0

y1
_7

y1
_8

y1
_9

0
20

40
60

80
10

0

21
3.

25

18
5.

18

21
4.

02

32
6.

32

38
5.

49

44
2.

02

52
2.

8

53
9.

11

76
9.

41

88
2.

48

99
5.

88  R
el

at
iv

e 
ab

un
da

nc
e

protein:  F10B5.8
PEP:  0.015223
Charge:  2
heavy
MODSEQ: _VIIPVFALGR_

34



VGSVVAVGLVQSR / File181972 Spectrum3926 scans: 3117 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_62_3Biol_1BiochL4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
20

0
40

0
60

0
80

0
10

00

y1
_1

y1
_2

y1
_3

y1
_4

b1
_6

b1
_7

y1
_5

b2
_1

3

b1
_8

y1
_6

y1
_7

y1
_8

b1
_1

0

y1
_9

b1
_1

1

0
20

40
60

80
10

0

18
5.

22

40
0.

18

49
9.

57

51
3.

47

61
2.

48
61

2.
48

66
9.

37

63
1.

75

66
9.

37

76
8.

62

83
9.

61

88
1.

8

93
8.

58

10
09

.7
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C48A7.2
PEP:  0.00345
Charge:  2
heavy
MODSEQ: _VGSVVAVGLVQSR_

35



ALFLIPR / File181894 Spectrum5757 scans: 4021 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_31_3Biol_2L4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

200 300 400 500 600 700

0
20

0
40

0
60

0
80

0

b1
_2

y1
_1

y1
_2

y2
_5

b2
_6

b1
_3

y1
_3

b2
_7

b1
_4

y1
_4

y1
_5

b1
_6

0
20

40
60

80
10

0

18
5.

21
18

5.
21

28
2.

23

33
2.

19
32

8.
42

32
8.

42

41
0.

86

39
5.

27

44
5.

34 50
8.

34

65
5.

51
65

5.
51

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  ZC504.4c
PEP:  0.012174
Charge:  2
heavy
MODSEQ: _ALFLIPR_

36



NALLGALR / File181880 Spectrum3658 scans: 2801 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_29_3Biol_2L4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

100 200 300 400 500 600 700 800

0
10

00
20

00
30

00
40

00
50

00
60

00

y1
_1

y2
_3

b1
_2

b2
_6

y1
_2

b1
_3

y1
_3

b2
_8

b1
_4

y1
_4

y1
_5

b1
_6

y1
_6

b1
_7

0
20

40
60

80
10

0

18
6.

09
18

5.
26

18
5.

26

29
9.

22

27
0.

97

29
8.

56

36
9.

11

41
2

41
0.

06

42
6.

41

54
0.

45
53

9.
46

65
3.

45
65

2.
43

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T10B10.7
PEP:  0.00778
Charge:  2
heavy
MODSEQ: _NALLGALR_

37



GGGGGFGGGGFGR / File181772 Spectrum1990 scans: 1903 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_08_3Biol_2L4N2h_26to28.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

00
40

00
60

00
80

00
10

00
0

12
00

0

b1
_3

y1
_1

y1
_2

b1
_5

y2
_8

y1
_3

b1
_6

b2
_1

2

y2
_1

1

y1
_5

b2
_1

3

y1
_6

y1
_7

y1
_8

y1
_9

y1
_1

0

y1
_1

1

b1
_1

3

0
20

40
60

80
10

0

17
2.

18

18
5.

13

28
6.

18

43
3.

34

38
9.

38
38

2.
95

51
6.

17

50
3.

29

46
8.

11

56
0.

41

61
7.

39

76
4.

42

82
1.

34

93
5.

65

10
31

.5
6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F41E7.4
PEP:  0.0027194
Charge:  2
heavy
MODSEQ: _GGGGGFGGGGFGR_

38



FSLFSQIIR / File181920 Spectrum7859 scans: 5224 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
50

0
10

00
15

00
20

00
25

00

y1
_1

b1
_2

y1
_2

b1
_3

y1
_3

y2
_7

b1
_4

y1
_4

b2
_9

y1
_5

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

0
20

40
60

80
10

0

23
5.

11

18
5.

15

34
8.

24

29
8.

21

41
1.

42

44
3.

86

49
5.

44

53
9.

45

55
2.

07

62
6.

42

82
3.

4

77
3.

44

88
6.

54

93
6.

44

97
3.

66

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  CD4.3
PEP:  9.24e−08
Charge:  2
heavy
MODSEQ: _FSLFSQIIR_

39



NIVNTLVLNLNR / File181920 Spectrum7695 scans: 5033 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
50

0
10

00
15

00
20

00
25

00

b1
_2

y1
_2

b1
_3

b2
_6

y1
_3

b1
_4

y1
_4

y2
_1

0

y1
_5

y2
_1

1
b1

_6

b2
_1

2

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

y1
_9

b1
_1

0

y1
_1

0

b1
_1

1

0
20

40
60

80
10

0

22
8.

03

32
7.

3

29
9.

24

44
1.

28

41
2.

47

52
6.

37

65
5.

35

68
7.

86

63
9.

5

58
3.

57

63
9.

5

75
4.

55

73
8.

5

86
7.

45

85
1.

41

95
2.

77

10
94

.5
9

10
66

.5
4

12
08

.7
1

11
65

.7
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F54D5.3
PEP:  3.87e−22
Charge:  2
heavy
MODSEQ: _NIVNTLVLNLNR_

40



IPIIPLPR / File181802 Spectrum7071 scans: 4288 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_15_3Biol_2L4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

0
10

00
15

00
20

00

y1
_1

b1
_2

y2
_4

b2
_6

b1
_3

y2
_7

b1
_4

y1
_4

y1
_5

y1
_6

y1
_7

0
20

40
60

80
10

0

21
1.

1

18
5.

23

24
6.

59

32
4.

22
32

4.
22

43
7.

43

40
8.

42 49
2.

42

60
5.

38

71
8.

5

81
5.

59  R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y75B8A.20
PEP:  0.010841
Charge:  2
heavy
MODSEQ: _IPIIPLPR_

41



LWIPVYLR / File181920 Spectrum7829 scans: 5189 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
50

00
10

00
0

15
00

0

y1
_1

b2
_4

y1
_2

b1
_2

y2
_6

b2
_6

b1
_3

y1
_3

b2
_8

y1
_5

y1
_6

b1
_7

b1
_8

0
20

40
60

80
10

0

18
5.

06

30
0.

08

25
5.

27

29
8.

25

41
3.

14

38
6.

39
38

5.
74

46
1.

42

52
6.

31

65
7.

48

77
0.

45

88
5.

58

10
51

.9
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K09A9.3
PEP:  0.0086919
Charge:  2
heavy
MODSEQ: _LWIPVYLR_

42



EGVQCTFEELIEK / File181832 Spectrum9072 scans: 5418 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_38_3Biol_1BiochL4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400 1600

0
10

0
20

0
30

0
40

0
50

0
60

0
70

0

y1
_2

b1
_3

y1
_3

b1
_4

y1
_4

y1
_5

y2
_1

0
b2

_1
1

y1
_6

b2
_1

3

y1
_7

y1
_8

y1
_9

y1
_1

0
b1

_1
1

y1
_1

1

0
20

40
60

80
10

0

28
6.

16
28

4.
15

41
4.

45

39
7.

31

51
0.

45

65
3.

48

63
9.

42

65
2.

75

78
6.

1

76
8.

4

91
5.

29

10
16

.6
5

11
76

.5
2

13
06

.8
13

04
.6

3

14
03

.5
6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y92C3B.3b
PEP:  7.2937e−05
Charge:  2
heavy
MODSEQ: _EGVQCTFEELIEK_

43



APVLNVTSEEAK / File19339 Spectrum3971 scans: 3024 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_06_3Biol_2L4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

00
0

20
00

0
30

00
0

40
00

0
50

00
0

60
00

0

b1
_3

b1
_4

y2
_8

b1
_5

b1
_6

b2
_1

2

y1
_6

y1
_7

y1
_8

y1
_9

b1
_1

1

0
20

40
60

80
10

0

26
8.

19 38
1.

23

49
5.

5

44
3.

26

59
4.

36

62
4.

34

67
2.

46

77
1.

53

88
5.

44

99
8.

56

11
11

.7
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  ZK563.6
PEP:  0.011605
Charge:  2
heavy
MODSEQ: _APVLNVTSEEAK_

44



SLGSLNIPLTTLLK / File181802 Spectrum9316 scans: 5741 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_15_3Biol_2L4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
10

0
20

0
30

0
40

0
50

0
60

0

y2
_6

y2
_7

y1
_4

y2
_9

y2
_1

2

b1
_7

b2
_1

4

y1
_7

y1
_8

y1
_9

y1
_1

0

y1
_1

2

b1
_1

3

0
20

40
60

80
10

0

34
8.

42

39
7.

04

48
1.

82

51
0.

31

68
5.

4

63
9.

61

73
0.

64

79
3.

65

90
6.

62

10
20

.5
9

11
33

.8
6

12
78

.1
8 13
23

.6
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T12A2.15a
PEP:  0.0050457
Charge:  2
heavy
MODSEQ: _SLGSLNIPLTTLLK_

45



VPSSVIDAK / File19339 Spectrum1923 scans: 1801 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_06_3Biol_2L4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

00
10

00
0

15
00

0
20

00
0

y1
_1

b1
_2

y1
_2

y2
_4

b1
_4

y2
_8

b2
_9

y1
_4

y1
_5

b1
_6

y1
_6

b1
_7

y1
_7

y1
_8

0
20

40
60

80
10

0

19
7.

25

15
5.

09

22
6.

28
22

7.
3

37
1.

31

41
3.

01

45
3.

48
45

4.
3

58
3.

43

55
3.

31

64
0.

41

69
8.

4

72
7.

48

82
4.

34

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F49C12.12
PEP:  0.017748
Charge:  2
heavy
MODSEQ: _VPSSVIDAK_

46



LVVVWPNLYPK / File181972 Spectrum7348 scans: 4776 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_62_3Biol_1BiochL4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

00
20

00
30

00

b1
_2

y1
_2

b1
_3

b1
_4

y1
_3

y2
_7

y2
_9

b1
_5

y1
_6

b1
_8

y1
_7

y1
_8

b1
_9

y1
_9

0
20

40
60

80
10

0

21
3.

09

25
2.

26

31
2.

28

41
1.

43
41

5.
38

46
3.

44

59
7.

29

56
2.

63

73
9.

49

92
1.

56
92

5.
57

10
84

.6
1

10
24

.6
1

11
23

.6
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K10C9.3
PEP:  0.0015034
Charge:  2
heavy
MODSEQ: _LVVVWPNLYPK_

47



DLLPLIEDK / File164455 Spectrum7458 scans: 4770 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_22_3Biol_2L4N2h_20to22_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
50

0
10

00
15

00
20

00
25

00

b1
_2

b1
_3

y1
_3

y2
_7

y2
_8

b2
_9

b1
_6

y1
_6

y1
_7

0
20

40
60

80
10

0

22
9.

07

34
2.

23

39
9.

22

41
8.

67

47
5.

14

52
3.

65

66
5.

62

72
2.

49

83
5.

59

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y54E5A.4
PEP:  0.0058744
Charge:  2
heavy
MODSEQ: _DLLPLIEDK_

48



DVFGEFGEINK / File181940 Spectrum7244 scans: 4490 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_55_3Biol_1BiochL4N2h_20to22_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
20

00
40

00
60

00
80

00
10

00
0

12
00

0

b1
_2

y1
_2

b1
_3

y1
_3

b1
_4

y2
_9

b1
_5

y1
_5

b2
_1

1

b1
_6

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

b1
_9

y1
_9

b1
_1

0

y1
_1

0

0
20

40
60

80
10

0

21
5.

09

26
9.

12

36
2.

19

38
2.

27 41
9.

23

54
8.

27

56
8.

37

52
5

69
5.

38

62
2.

66

71
5.

43

75
2.

3

88
1.

25

84
4.

51

90
1.

57

99
4.

51

10
48

.5

11
08

.6
2

11
47

.2
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C18D11.4
PEP:  4.18e−11
Charge:  2
heavy
MODSEQ: _DVFGEFGEINK_

49



TMHSEINFCK / File6671 Spectrum3164 scans: 2084 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_23_3Biol_2L4N2h_23to25_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
50

00
10

00
0

15
00

0
20

00
0

b2
_3

b1
_2

y1
_2

b1
_3

b1
_4

y1
_3

y2
_8

y1
_4

b2
_1

0

y1
_5

b1
_7

y1
_6

y1
_7

y1
_8

b1
_9

0
20

40
60

80
10

0

23
3.

19 37
0.

06

31
5.

22

45
7.

39
46

2.
37

57
6.

33

52
2.

04

62
9.

11

68
9.

27

81
3.

47
81

8.
34

90
5.

38

11
20

.4
5

10
42

.5
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T28C6.4;C29F4.1
PEP:  8.24e−08
Charge:  2
heavy
MODSEQ: _TMHSEINFCK_

50



LILPVAELLGIEK / File181972 Spectrum9600 scans: 6237 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_62_3Biol_1BiochL4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
50

0
10

00
15

00

y2
_3

b1
_2

y2
_4

b2
_5

y1
_2

y2
_5

b1
_3

y2
_6

y1
_3

y1
_4

y2
_1

0

y2
_1

1

b2
_1

3

b1
_7

y1
_7

b1
_9

b1
_1

0

y1
_1

0

y1
_1

1

b1
_1

2

0
20

40
60

80
10

0

22
7.

17

28
4.

35

19
9.

12

22
7.

17

34
0.

43

39
7.

32

34
0.

43

45
4.

31

53
9.

15

59
5.

78

73
5.

95

80
9.

33

96
2.

83

10
76

.5
5

12
61

.8

11
89

.7
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y62E10A.13b
PEP:  0.00035134
Charge:  2
heavy
MODSEQ: _LILPVAELLGIEK_

51



VAVFSEILPLASK / File89466 Spectrum7279 scans: 4784 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_30_3Biol_2L4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
10

00
20

00
30

00
40

00
50

00
60

00
70

00

y1
_2

b1
_3

y1
_3

y2
_8

y1
_5

b2
_1

1

y1
_6

b2
_1

3

b1
_7

y1
_7

b1
_8

y1
_8

y1
_9

b1
_1

0

y1
_1

0

b1
_1

1

y1
_1

1

0
20

40
60

80
10

0

27
0.

08

24
2.

36

52
3.

33

43
9.

39

57
0.

65

63
6.

48

74
6.

43

68
2.

68

74
9.

46

85
9.

5

87
8.

55

96
5.

8

10
69

.5
5

11
12

.6
1

11
40

.3
2

12
11

.7
6  R

el
at

iv
e 

ab
un

da
nc

e

protein:  C24D10.6
PEP:  0.00013623
Charge:  2
heavy
MODSEQ: _VAVFSEILPLASK_

52



DLFDDWK / File181832 Spectrum7656 scans: 4933 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_38_3Biol_1BiochL4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

00
10

00
0

15
00

0

y1
_1

b1
_2

y2
_3

y1
_2

y2
_5

b1
_3

y2
_6

y1
_3

b2
_7

y1
_4

b1
_5

y1
_5

0
20

40
60

80
10

0

15
5.

14

22
9.

1
22

9.
1

37
6.

26

34
1.

31

45
6.

28

46
4.

9

60
6.

31

57
1.

2

71
8.

34

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C45B2.3
PEP:  0.010893
Charge:  2
heavy
MODSEQ: _DLFDDWK_

53



INQLILGSSAK / File182084 Spectrum3641 scans: 2712 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_45_3Biol_1BiochL4N2h_32to34.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00

y1
_2

b1
_2

y1
_3

b1
_3

y1
_4

y1
_5

b1
_4

b2
_1

1

y1
_7

b1
_6

b1
_7

y1
_8

b1
_8

y1
_9

b1
_9

b1
_1

0

y1
_1

0

0
20

40
60

80
10

0

22
8.

08
22

6.
05

31
3.

14

35
6.

19

40
0.

26

46
9.

25

45
7.

32

56
7.

16

69
5.

38

68
3.

44

75
2.

55

79
6.

53

83
9.

36

92
6.

53
92

4.
54

99
7.

73

10
38

.9  R
el

at
iv

e 
ab

un
da

nc
e

protein:  C24F3.4
PEP:  4.49e−10
Charge:  2
heavy
MODSEQ: _INQLILGSSAK_

54



LVVNTITGK / File181964 Spectrum1735 scans: 1735 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_58_3Biol_1BiochL4N2h_29to31_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
20

00
40

00
60

00

b1
_2

y2
_4

b2
_4

b2
_7

b2
_9

b1
_5

y1
_5

y1
_6

y1
_7

b1
_7

y1
_8

0
20

40
60

80
10

0

21
3.

1
21

3.
1

21
3.

1

37
1.

43

46
7.

7

52
7.

39
52

7.
39

64
1.

47

74
1.

65
74

0.
4

83
9.

76  R
el

at
iv

e 
ab

un
da

nc
e

protein:  F01F1.15
PEP:  0.0091683
Charge:  2
heavy
MODSEQ: _LVVNTITGK_

55



ILIYLIPVK / File181894 Spectrum7482 scans: 4867 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_31_3Biol_2L4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
10

0
20

0
30

0
40

0

b1
_2

b1
_3

y1
_3

b2
_7

y2
_7

y1
_4

b1
_4

y1
_5

b1
_5

b1
_6

y1
_6

y1
_7

y1
_8

0
20

40
60

80
10

0

22
7.

34

34
0.

32

41
3.

35

35
1.

25

42
7.

17

50
3.

44

46
4.

41

61
6.

25

57
7.

31

72
9.

6

74
0.

5

85
3.

62

96
6.

6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C27F2.10
PEP:  6.0038e−05
Charge:  2
heavy
MODSEQ: _ILIYLIPVK_

56



GFINSLVTVFK / File181920 Spectrum9262 scans: 5694 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
20

0
40

0
60

0
80

0
10

00

b1
_2

y1
_2

b1
_3

y2
_6

y2
_7

y1
_3

y1
_4

y2
_9

y1
_5

b2
_1

1

y1
_6

b1
_7

y1
_7

y1
_8

b1
_9

y1
_9

b1
_1

0

0
20

40
60

80
10

0

20
5.

05

31
8.

17

30
2.

21

35
7.

45

40
1.

48
40

1.
48

50
2.

48

51
4.

83

60
8.

12
60

1.
57

73
1.

54

71
4.

52

80
1.

51

93
1.

53

91
5.

65

10
78

.7
1

10
28

.6
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  H32C10.2
PEP:  1.96e−17
Charge:  2
heavy
MODSEQ: _GFINSLVTVFK_

57



VLPLGNTNMGK / File181964 Spectrum1998 scans: 2042 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_58_3Biol_1BiochL4N2h_29to31_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
50

00
10

00
0

15
00

0
20

00
0

25
00

0
30

00
0

b1
_2

b1
_3

y2
_8

y2
_9

b2
_9

y2
_1

0

y1
_5

b2
_1

1

y1
_6

y1
_7

b1
_8

y1
_9

b1
_9

0
20

40
60

80
10

0

21
3.

19

31
0.

37

42
1.

37

47
0.

46
47

0.
46

52
6.

43

56
7.

48

55
8.

48

67
2.

29

80
9.

47

94
0.

44
93

9.
47

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y37D8A.1
PEP:  0.0034481
Charge:  2
heavy
MODSEQ: _VLPLGNTNMGK_

58



NPLNLITLLVSK / File181980 Spectrum9502 scans: 6058 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_63_3Biol_1BiochL4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

0
20

0
30

0
40

0
50

0

y1
_2

b1
_3

y1
_3

b1
_4

b2
_8

y1
_4

b1
_5

b2
_1

1

y2
_1

1

b2
_1

2

y1
_7

b1
_8

y1
_8

b1
_9

y1
_9

b1
_1

0

0
20

40
60

80
10

0

24
1.

97

32
5.

4

34
1.

09

43
8.

72
43

9.
99

45
4.

25

55
2.

79

59
0.

08

61
0.

26

65
8.

27

78
1.

5

87
9.

2

89
4.

56

99
2.

51

10
08

.7
1

10
91

.9

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K02G10.3
PEP:  0.0015729
Charge:  2
heavy
MODSEQ: _NPLNLITLLVSK_

59



GLLAPADLK / File177650 Spectrum5389 scans: 3499 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_07_3Biol_2L4N2h_23to25.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
10

00
0

20
00

0
30

00
0

40
00

0
50

00
0

60
00

0

b2
_3

y1
_1

b1
_2

b2
_5

y1
_2

y2
_6

y1
_3

y2
_8

b2
_9

b1
_6

b1
_7

b1
_8

0
20

40
60

80
10

0

17
1

15
5.

07

22
6.

16

26
8.

32

31
2.

21

44
4.

2

38
3.

15

42
4.

35

52
3.

45

63
8.

26

75
1.

23

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C25A1.9a
PEP:  0.0085949
Charge:  2
heavy
MODSEQ: _GLLAPADLK_

60



LISLLDLLTK / File181920 Spectrum9889 scans: 6426 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000

0
20

0
40

0
60

0
80

0
10

00

b1
_2

y1
_2

b1
_3

b1
_4

y2
_8

b2
_1

0

y1
_6

y1
_7

b1
_8

y1
_8

0
20

40
60

80
10

0

22
7.

15

25
6.

16

31
4.

34

42
7.

27

45
5.

69

55
9.

83

71
0.

57

82
3.

72

88
1.

64

91
0.

67

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C47D12.2
PEP:  0.0060835
Charge:  2
heavy
MODSEQ: _LISLLDLLTK_

61



DQLIESLK / File181832 Spectrum5145 scans: 3170 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_38_3Biol_1BiochL4N2h_20to22.RAW]
m/z

In
te

ns
ity

200 400 600 800

0
50

00
10

00
0

15
00

0
20

00
0

25
00

0
30

00
0

y1
_1

b1
_2

y1
_2

y1
_3

y2
_6

b2
_8

y1
_5

b1
_5

y1
_6

0
20

40
60

80
10

0

15
5.

02

24
4.

15

26
8.

19

35
5.

2
35

6.
19

46
8.

42

59
9.

16
59

7.
89

71
0.

54

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C05D12.5
PEP:  0.020033
Charge:  2
heavy
MODSEQ: _DQLIESLK_

62



TDIITSFINSLK / File181920 Spectrum9888 scans: 6425 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
20

0
40

0
60

0
80

0
10

00
12

00

y1
_2

b1
_3

y1
_3

y2
_6

b1
_4

y1
_4

y1
_5

y1
_6

b1
_7

y1
_7

b1
_8

y1
_8

b1
_9

y1
_9

y1
_1

0

b1
_1

1

0
20

40
60

80
10

0

26
8.

43

33
0.

3

35
5.

26

36
5.

24

44
3.

39

46
9.

35

58
2.

46

77
8.

59

72
9.

56

89
1.

49

81
6.

57

10
05

.6
3

91
7.

51

10
30

.6
6

12
05

.8
3

11
43

.6
6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C17B7.11
PEP:  0.0016963
Charge:  2
heavy
MODSEQ: _TDIITSFINSLK_

63



PFVHNNVNFR / File89466 Spectrum1980 scans: 2101 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_30_3Biol_2L4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
10

0
20

0
30

0
40

0

y1
_1

b2
_5

b2
_6

y1
_3

y2
_8

y1
_4

y2
_9

y1
_5

b1
_6

0
20

40
60

80
10

0

18
5.

25

29
8.

41

35
5.

11

44
6.

09

54
5.

23

50
5.

5

65
9.

4

57
9.

07

70
9.

4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F32A7.4
PEP:  0.015937
Charge:  3
heavy
MODSEQ: _PFVHNNVNFR_

64



VMGINNDPSFLNLAENAIISVVAVK / File181794 Spectrum13099 scans: 7928 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_14_3Biol_2L4N2h_35to37.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
10

0
20

0
30

0
40

0

y1
_3

y1
_4

b1
_5

y1
_5

y1
_6

y2
_1

2

b2
_1

3
y1

_7
y2

_1
4

b1
_7

b2
_1

4

y1
_8

b2
_1

7

b2
_1

8

b2
_1

9

b2
_2

0

b2
_2

4

b1
_1

2
b2

_2
5

b1
_1

4

0
20

40
60

80
10

0

32
5.

49

51
5.

1

42
4.

25

52
3.

57

74
4.

28

70
8.

91

74
4.

28

61
0.

35

72
3.

42

61
1.

47

72
4.

66

90
1.

23

83
6.

64

95
7.

95

10
14

.4
7

10
58

.0
1

12
42

.1

13
02

.6
2

14
86

.7
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  R148.3b
PEP:  0.00071739
Charge:  3
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heavy
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LLDGTFLYGPIALFPK / File181920 Spectrum9961 scans: 6510 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
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MGIVPSWGGAEYMEGIMGR / File181880 Spectrum7916 scans: 5435 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_29_3Biol_2L4N2h_32to34_ExclList.RAW]
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TAGGEPLDESFPAVIVASR / File141707 Spectrum7355 scans: 4667 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_24_3Biol_2L4N2h_26to28_ExclList.RAW]
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DLNDLSEAVSAEVTDLASAAK / File181846 Spectrum11375 scans: 6948 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_40_3Biol_1BiochL4N2h_26to28.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
10

0
20

0
30

0
40

0
50

0
60

0

y2
_6

y1
_4

y1
_5

y1
_6

b1
_5

y1
_7

y1
_8

b1
_8

b1
_9

y1
_1

0

b1
_1

0

y1
_1

2

b1
_1

2
y1

_1
3

y1
_1

4
b1

_1
3

b1
_1

4

y1
_1

6

b1
_1

6

b1
_1

7

b1
_1

9

b1
_2

0

0
20

40
60

80
10

0

37
6.

31

44
7.

21

28
0.

58

57
1.

4
56

0.
34

67
5.

51

77
6.

38

85
8.

36

95
7.

54

10
44

.3
2

10
04

.6
1

12
44

.5

11
62

.5

12
61

.6
7

13
43

.8
6

14
44

.7
6

13
32

.6
3

15
49

.0
2

16
72

.9
2

19
02

.0
4

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y97E10AR.6
PEP:  2.7e−12
Charge:  2
light
MODSEQ: _DLNDLSEAVSAEVTDLASAAK_

101



TSTIIFPFPMEILGGISK / File181920 Spectrum11387 scans: 7007 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
50

10
0

15
0

20
0

25
0

30
0

b2
_7

b1
_4

y1
_5

b1
_5

y2
_1

1

y2
_1

2
b1

_6

y2
_1

3

b1
_8

y1
_1

0

y1
_1

1

y1
_1

2

y1
_1

3

y1
_1

4

b1
_1

6

b1
_1

7

0
20

40
60

80
10

0

40
3.

21

51
6.

32

46
1.

67

66
3.

43

64
5.

45

71
8.

86

90
7.

48

10
44

.4
5

11
91

.7
2

12
88

.7

14
35

.7
8

15
49

.0
2

17
17

.8
4

18
05

.0
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F08C6.4a
PEP:  0.00011556
Charge:  2
light
MODSEQ: _TSTIIFPFPMEILGGISK_

102
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SYGDGLSGAEYLASIYGTEK / File177650 Spectrum9422 scans: 5871 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_07_3Biol_2L4N2h_23to25.RAW]
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m/z

In
te

ns
ity

500 1000 1500 2000

0
20

0
40

0
60

0
80

0

b1
_2

y2
_8

y1
_4

b1
_3

b1
_4

y1
_6

b2
_1

1
b1

_5

y2
_1

4

y1
_8

y2
_1

5

y1
_9

y2
_1

7
y1

_1
0

b2
_1

8

b1
_8

y1
_1

1

y1
_1

2

y1
_1

3

y1
_1

4

y1
_1

5
b1

_1
4

y1
_1

6

0
20

40
60

80
10

0

30
2.

18

41
8.

2

40
0.

36

54
4.

43

61
4.

45

64
5.

42

74
4.

9

79
9.

42

87
0.

53

80
1.

64

95
9.

35

10
47

.7

10
07

.6
2

98
5.

7

11
00

.7

12
86

.2
7

13
87

.7
6

16
15

.0
2

14
88

.8
3

16
01

.8
5

17
30

.3
7

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  ZK856.7
PEP:  2.21e−08
Charge:  2
light
MODSEQ: _DWEITTWDDAGKPVATVK_

105



IVFVSSVSSSHTGLK / File89466 Spectrum3575 scans: 2796 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_30_3Biol_2L4N2h_35to37_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400

0
20

0
40

0
60

0
80

0
10

00

y1
_2

y1
_3

b2
_6

b1
_3

y1
_4

b1
_4

y2
_1

1
b1

_5
y1

_5

y2
_1

2

y1
_6

y2
_1

3

y1
_7

b2
_1

5

y1
_8

b1
_8

y1
_9

y1
_1

0

y1
_1

1

y1
_1

2

b1
_1

2

y1
_1

3

b1
_1

4

0
20

40
60

80
10

0

36
0.

22

26
0.

17

31
7.

28

45
9.

4

41
8.

36

54
6.

07
55

5.
39

54
5.

33

59
5.

33

64
2.

31

72
9.

51

66
8.

5

81
9.

14

76
5.

65

81
6.

43

91
5.

47

10
02

.4
9

10
89

.5
5

12
31

.7
7

11
88

.4
3

13
35

.7
6 14

01
.7

2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F32A5.8
PEP:  5.93e−10
Charge:  2
light
MODSEQ: _IVFVSSVSSSHTGLK_

106



MDLPIVYYDETEWAK / File177296 Spectrum11237 scans: 6798 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_39_3Biol_1BiochL4N2h_23to25.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
20

40
60

80

b2
_6

b1
_3

y1
_3

y1
_4

b1
_5

b2
_1

2
y2

_1
2

y2
_1

3

b1
_8

y1
_8

y1
_9

y1
_1

0

b1
_1

1

y1
_1

1

y1
_1

2

b1
_1

4

0
20

40
60

80
10

0

40
2.

26

35
6.

42

40
4.

2

61
2.

07

53
3.

32

75
5.

91
75

7.
6

81
3.

98

10
37

.8
10

41
.7

1 12
04

.2
9

13
82

.2
3

13
03

.5
7

14
16

.3
6

15
13

.7

17
68

.7
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y71F9AL.14
PEP:  0.00035682
Charge:  2
light
MODSEQ: _(ac)MDLPIVYYDETEWAK_

107



SSTAEEMAAAFEQTGGPDLTTGSGK / File177296 Spectrum9249 scans: 5645 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_39_3Biol_1BiochL4N2h_23to25.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
20

0
40

0
60

0
80

0
10

00
12

00
14

00

y1
_4

b1
_4

b2
_7

y2
_8

y1
_5

b1
_5

y1
_6

b1
_6

y1
_7

y2
_1

4

b1
_7

y1
_8

b1
_8

y1
_9

y2
_1

9
b1

_9
y1

_1
0

y1
_1

1
b1

_1
0

y1
_1

2

b1
_1

1

y2
_2

4

y1
_1

3

y1
_1

4

y1
_1

5
b1

_1
4

b1
_1

5
y1

_1
6

b1
_1

6

y1
_1

7

y1
_1

8
b1

_1
7

b1
_1

8

b1
_1

9

0
20

40
60

80
10

0

38
9.

22

34
8.

14

44
9.

46

51
8.

28

64
7.

39

55
0.

39

66
3.

38
67

4.
26

77
8.

27
77

8.
27

84
9.

36

92
0.

37

99
1.

67

87
5.

51

93
2.

47

98
9.

45

92
0.

37

11
38

.3
5

10
90

.6
7

12
18

.6
7

11
78

.6
9

14
96

.8

13
47

.5
6

14
94

.7

15
53

.5
6

16
10

.8
3

15
65

.6
2

16
36

.7
3

17
08

.1
4

17
08

.1
4

19
35

.7
9

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  ZK632.9
PEP:  3.34e−45
Charge:  2
light
MODSEQ: _(ac)SSTAEEMAAAFEQTGGPDLTTGSGK_

108



MIIAWAVSSFQDHPK / File181980 Spectrum11314 scans: 7006 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_63_3Biol_1BiochL4N2h_38to40_ExclList.RAW]
m/z

In
te

ns
ity

400 600 800 1000 1200 1400 1600

0
50

10
0

15
0

b1
_2

b1
_3

b1
_4

y2
_9

b2
_1

0

y1
_5

b1
_5

b1
_6

y2
_1

3

y1
_8

y1
_9

y1
_1

0

y1
_1

1

y1
_1

2

b1
_1

3

0
20

40
60

80
10

0

28
7.

3

47
1.

13

52
2.

66

65
7.

65

57
4.

71

62
4.

26

72
8.

51

74
3.

87

94
5.

72

10
44

.7

11
15

.4
7

13
01

.7
8

13
72

.8
7

15
28

.7
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  T12D8.3
PEP:  1.7261e−05
Charge:  2
light
MODSEQ: _(ac)MIIAWAVSSFQDHPK_

109



TVDPEFEAQCEVLK / File6869 Spectrum5978 scans: 4189 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_05_3Biol_2L4N2h_7to19.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200 1400 1600

0
20

0
40

0
60

0
80

0
10

00

b1
_3

y1
_3

y2
_1

1

y2
_1

2

b2
_1

4

y1
_8

b1
_9

y1
_9

y1
_1

0

b1
_1

1

y1
_1

1

b1
_1

2

y1
_1

2

b1
_1

3

0
20

40
60

80
10

0

31
6.

21

35
9.

39

67
5.

36

73
3.

11

82
4.

06

10
17

.1
8

97
6.

63

11
23

.4
4

13
06

.6
3

12
52

.7
9

13
49

.6
6

14
05

.7
4

14
64

.6
6

15
18

.8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F54C8.7b
PEP:  0.00029653
Charge:  2
light
MODSEQ: _TVDPEFEAQCEVLK_

110



GFEEENPSSIIIDELTK / File177296 Spectrum9691 scans: 6161 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_39_3Biol_1BiochL4N2h_23to25.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
20

0
40

0
60

0
80

0
10

00
12

00

y1
_3

b1
_4

y2
_8

y1
_4

b1
_5

y1
_5

y2
_1

2

b1
_6

y1
_6

y1
_7

b1
_8

y1
_8

y1
_9

b1
_1

0

y1
_1

0

b1
_1

1
y1

_1
1

b1
_1

2
y1

_1
2

b1
_1

3

y1
_1

3

b1
_1

4

y1
_1

4

b1
_1

5

b1
_1

6

0
20

40
60

80
10

0

36
1.

47

46
3.

43

49
0.

24

59
2.

41

70
6.

27

60
5.

46

71
8.

39

66
5.

53

83
1.

47

89
0.

39

94
4.

49

10
90

.4
9

10
31

.6
1

12
03

.5
4

13
16

.6
3

12
15

.6
3

13
29

.7

14
31

.6
8

14
58

.7
9 15

60
.8

9

15
87

.7
5

16
73

.7
6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  M04C9.3a
PEP:  1.04e−32
Charge:  2
light
MODSEQ: _GFEEENPSSIIIDELTK_

111



DESVEDPIDSWEIFDLIR / File181846 Spectrum11664 scans: 7285 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_40_3Biol_1BiochL4N2h_26to28.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
50

10
0

15
0

y1
_3

b1
_4

y1
_4

b1
_5

y1
_5

b1
_6

y1
_6

y2
_1

3

b1
_8

y1
_7

b2
_1

6
y2

_1
6

b1
_9

y1
_9

b1
_1

1
y1

_1
0

y1
_1

2
b1

_1
3

y1
_1

3

b1
_1

5

b1
_1

6

0
20

40
60

80
10

0

43
0.

96

40
1.

31

56
0.

24

51
6.

4

67
5.

49
66

3.
47

77
6.

6

81
0.

19

88
5.

45

94
6.

13

90
5.

5

96
6.

97

10
00

.4
5

12
73

.5
1

11
78

.5
3

12
93

.6

15
15

.8
6

15
03

.8
4

16
18

.9
2

17
77

.4
9

18
91

.1
1

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F45G2.10
PEP:  5.17e−07
Charge:  2
light
MODSEQ: _DESVEDPIDSWEIFDLIR_

112



TETIPDSDIFYNIMSDLLK / File181988 Spectrum11750 scans: 7589 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_66_3Biol_1BiochL4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
50

10
0

15
0

20
0

b1
_3

y1
_3

b1
_4

y1
_4

y1
_5

y2
_1

5

y2
_1

6

y1
_9

y1
_1

5

b1
_1

6

y1
_1

6

0
20

40
60

80
10

0

33
2.

12

44
5.

23

37
3.

49

48
8.

74

57
5.

5

88
6.

23

94
2.

45

10
96

.5
4

17
70

.7
7

18
43

.0
3

18
83

.6
7  R

el
at

iv
e 

ab
un

da
nc

e

protein:  R12C12.2
PEP:  0.001399
Charge:  2
light
MODSEQ: _TETIPDSDIFYNIMSDLLK_

113



YVGQATVSEFEETAPGK / File88076 Spectrum5936 scans: 4157 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_54_3Biol_1BiochL4N2h_7to19_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
50

0
10

00
15

00

y1
_3

y2
_6

y1
_4

y1
_5

b1
_5

y1
_6

y2
_1

5

y1
_8

b2
_1

7

b1
_9

y1
_9

y1
_1

0

y1
_1

1

y1
_1

2

b1
_1

2

y1
_1

3

b1
_1

3

b1
_1

4

y1
_1

5

b1
_1

6

0
20

40
60

80
10

0

30
1.

23

37
2.

43

30
2.

08

51
9.

3

47
3.

23

60
2.

28

77
5.

58

93
5.

08

89
7.

96

87
8.

35

10
07

.5
8

10
94

.4
7

11
93

.6
1

12
94

.7
1

13
40

.5
5

13
65

.7
4

15
12

.6
8

15
50

.8
3

16
66

.8
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y18H1A.4
PEP:  1.16e−13
Charge:  2
light
MODSEQ: _YVGQATVSEFEETAPGK_

114



VIPALPTDEEEVEDLNDPR / File181832 Spectrum7582 scans: 4846 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_38_3Biol_1BiochL4N2h_20to22.RAW]
m/z

In
te

ns
ity

500 1000 1500 2000

0
10

00
20

00
30

00

b1
_4

b1
_5

y1
_4

y2
_9

y1
_5

b1
_7

y1
_6

y2
_1

2

y2
_1

4

y1
_7

y2
_1

5

y2
_1

7

y1
_1

0

b1
_1

2

y1
_1

1

b1
_1

3

y1
_1

2

b1
_1

4

y1
_1

4

y1
_1

5

b1
_1

7

y1
_1

7

0
20

40
60

80
10

0

38
1.

33

50
1.

35 61
4.

55

69
2.

43

72
9.

47
73

0.
61

85
8.

46

88
6.

12

97
0.

22

12
93

.8
3

12
15

.5
7

14
23

.0
5

13
44

.5
8

15
37

.7
9

16
57

.7
7

17
70

.7
8

18
79

.8
7

19
39

.2
3

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F56D5.6
PEP:  0.0012032
Charge:  2
light
MODSEQ: _VIPALPTDEEEVEDLNDPR_

115



SADNYGPVIPEILLTILK / File181912 Spectrum11943 scans: 7801 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_46_3Biol_1BiochL4N2h_35to37.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
10

0
20

0
30

0
40

0

y1
_4

b1
_5

b1
_6

y1
_6

y1
_9

y1
_1

0

b1
_1

2

y1
_1

2

y1
_1

3

y1
_1

4

b1
_1

6

0
20

40
60

80
10

0

55
1.

33

47
4.

39

70
0.

45

10
39

.6
5

12
56

.9
8

11
52

.8
4

13
49

.0
8

14
05

.8
5

15
69

.5

16
97

.0
7

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  K12B6.1
PEP:  0.012242
Charge:  2
light
MODSEQ: _SADNYGPVIPEILLTILK_

116



VELNFENVGDIK / File181948 Spectrum5928 scans: 4152 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_56_3Biol_1BiochL4N2h_23to25_ExclList.RAW]
m/z

In
te

ns
ity

200 400 600 800 1000 1200

0
50

0
10

00
15

00
20

00

b1
_2

b2
_4

y1
_2

b1
_3

y1
_3

y1
_4

y2
_1

0

b1
_5

y1
_6

b1
_6

y1
_7

b1
_7

y1
_8

y1
_9

b1
_1

0

y1
_1

0

b1
_1

1

0
20

40
60

80
10

0

22
9.

18

26
0.

3 34
2.

19

37
5.

21

43
2.

34

60
3.

41

64
5.

45

57
4.

57

73
2.

28

84
6.

6

77
4.

3

92
1.

45

11
17

.5
5

10
35

.4
1

12
30

.6
1

11
48

.6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y57G11A.1b
PEP:  0.00083218
Charge:  2
light
MODSEQ: _VELNFENVGDIK_

117



EGMTETEQTTAPIYPLK / File88076 Spectrum5863 scans: 4072 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_54_3Biol_1BiochL4N2h_7to19_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
20

0
40

0
60

0
80

0
10

00
12

00

b2
_5

y1
_3

y1
_4

y1
_6

y1
_7

y1
_8

y1
_9

y1
_1

0

b1
_1

1

y1
_1

2

b1
_1

3

y1
_1

3

b1
_1

4

b1
_1

6

0
20

40
60

80
10

0

27
4.

15

35
7.

3

52
0.

26

73
0.

57

80
1.

56

90
2.

62

10
03

.7
4

11
79

.6
6

11
31

.5
8 13

89
.5

4

13
61

.7
6

15
52

.8
1

14
90

.8
4

17
62

.4
7

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  F53A2.6a
PEP:  0.0011479
Charge:  2
light
MODSEQ: _EGMTETEQTTAPIYPLK_

118



QLADQLGLEFFETSAK / File141707 Spectrum9039 scans: 5465 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_24_3Biol_2L4N2h_26to28_ExclList.RAW]
m/z

In
te

ns
ity

500 1000 1500

0
20

0
40

0
60

0
80

0
10

00

y2
_5

y1
_3

b1
_3

y1
_4

b1
_4

y1
_5

y1
_6

y1
_7

b2
_1

6

y1
_8

b1
_9

y1
_9

b1
_1

0
y1

_1
0

y1
_1

1

y1
_1

2

y1
_1

3

y1
_1

4

0
20

40
60

80
10

0

31
3.

24
30

5.
15

40
6.

35

42
8.

42

53
5.

31

68
2.

49

82
9.

48

96
8.

42

89
0.

24

95
8.

44

11
15

.3
4

10
71

.7

11
28

.5
3

12
41

.7
8

13
69

.8
6

15
55

.9
6

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  C18A3.6a
PEP:  0.000944
Charge:  2
light
MODSEQ: _QLADQLGLEFFETSAK_

119
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VVNISQLILNEEK / File181988 Spectrum7308 scans: 4740 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_66_3Biol_1BiochL4N2h_32to34_ExclList.RAW]
m/z

In
te

ns
ity

400 600 800 1000 1200 1400

0
50

0
10

00
15

00
20

00
25

00
30

00
35

00

y1
_2

b1
_3

y2
_6

y1
_3

y1
_4

y1
_5

b1
_8

b1
_9

y1
_9

b1
_1

0

b1
_1

1

y1
_1

1

b1
_1

2

0
20

40
60

80
10

0

31
3.

12

27
6.

15

37
3.

28

40
5.

22

51
9.

4

63
2.

35

86
7.

54

98
0.

56

10
94

.6
9

10
73

.6
2

12
23

.7
9

13
52

.5
3

13
00

.6
8

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  R107.6
PEP:  0.00064224
Charge:  2
light
MODSEQ: _VVNISQLILNEEK_

122
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THTGQVGVWQSVHR / File181872 Spectrum1940 scans: 1875 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_25_3Biol_2L4N2h_29to31_ExclList.RAW]
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m/z

In
te

ns
ity

500 1000 1500 2000

0
20

00
40

00
60

00
80

00
10

00
0

12
00

0 y1
_2

y2
_7

y1
_3

y1
_4

b2
_1

1
y1

_5

y2
_1

2

b2
_1

4

y1
_7

b2
_1

5

b2
_1

6
y1

_8

b2
_1

7

y1
_9

y1
_1

0

b1
_1

1

b1
_1

3

0
20

40
60

80
10

0

27
5.

11

40
4.

22

50
3.

33

39
4.

84

60
3.

86
60

4.
54

65
1.

59

74
6.

67

79
6.

27

86
0.

68

78
8.

41

88
7.

47

92
4.

8

10
01

.6

12
07

.2

11
02

.5
2

13
90

.7
2

 R
el

at
iv

e 
ab

un
da

nc
e

protein:  Y71F9B.3
PEP:  2.1285e−05
Charge:  3
light
MODSEQ: _QLHEPSTVTNVLATVEQK_

176
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GSLILIHGLVVHK / File181920 Spectrum5666 scans: 3832 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130320_47_3Biol_1BiochL4N2h_38to40.RAW]
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RPTGAFTQHVPVR / File181794 Spectrum1958 scans: 1930 [S:/p743/Proteomics/ORBI_2/cpanse_20160211_peakplot/20130318_14_3Biol_2L4N2h_35to37.RAW]
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