
FIGURE S4 Lebrigand et al.
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Alignments < Clustal Omega < EMBL-EBI

WBGene00004998|F08F1.6|SPP-13 MQSLQLLTFVLIALMVSVTFAEIIQKGKLAKHGMLKENKPNCLLTRSRLGCTCTTCKEIV
WBGene00004999|K09F5.3|SPP-14 MKT----TFCLLA-LVAVATAL-------------------ALPSQQDNAMSCLMCEVGV
WBGene00004991|T08A9.10|SPP-6 ------------------MTCM-------------------TGLR-QRNALDCEMCKLAV
WBGene00004987|T08A9.12|SPP-2 MKT----VLVLAA-VAAVALCV-------------------VLPK-ERSSLGCQMCELAV
WBGene00004990|T08A9.9|SPP-5 MKT----LLVLAV-LVAVASGL-------------------AIPE-NRSALSCQMCELVV
WBGene00005000|C48E7.10|SPP-15 -MNYLIL---LA--FLAITLTVSNV-------------EGAKKMHSDTSKPLCGLCVNVV
WBGene00004986|T07C4.4|SPP-1 -MTRILPCLFLV--LLAAAPLLANP-------------AN-PLNLKKHHGVFCDVCKALV
WBGene00004997|T22G5.7|SPP-12 MFSK--TVVVLL--MVVPAISLAQP-------------AS-PLVLKKSHGAFCHLCEDLI

.     *  *   :

WBGene00004998|F08F1.6|SPP-13 NFTRMLILNHVPE-EQEVMEKVCYRIFGDDKKKESFCEELIKEELPDIIKYVRNHLEPKQ
WBGene00004999|K09F5.3|SPP-14 RAAENPADREAHT-VEDKFDAECKKELGIIPFAEKECEKYGNSKLDPIINELEGGTAPED
WBGene00004991|T08A9.10|SPP-6 KSADGDADKDTND-IKKDFDAKCKKAFHSIQFAPRECEHYVDKKLDPIIKELESGTSPKD
WBGene00004987|T08A9.12|SPP-2 KTYDGSADKDVTS-IKKDFDTECKKLFHAIPFAPQECEHYVNEKLDPIIKELESGTAPKD
WBGene00004990|T08A9.9|SPP-5 KKYEGSADKDANV-IKKDFDAECKKLFHTIPFGTRECDHYVNSKVDPIIHELEGGTAPKD
WBGene00005000|C48E7.10|SPP-15 KQLDQVLEHGGD--IEAAVDKFCKEDVP--SFMVDMCEKVIEKNLEYIINKLKDHEEADK
WBGene00004986|T07C4.4|SPP-1 EGGEKVGDDDLDAWLDVNIGTLCWTML---LPLHHECEEELKKVKKELKKDIENKDSPDK
WBGene00004997|T22G5.7|SPP-12 KDGKEAGDVALDVWLDEEIGSRCKDFG----VLASECFKELKVAEHDIWEAIDQEIPEDK

.              .  .   *             * .  .     : . :      ..

WBGene00004998|F08F1.6|SPP-13 ACAKFC---------------
WBGene00004999|K09F5.3|SPP-14 VCKKLKEC-------------
WBGene00004991|T08A9.10|SPP-6 VCTKLGECS------------
WBGene00004987|T08A9.12|SPP-2 VCKKLGECPK-----------
WBGene00004990|T08A9.9|SPP-5 VCTKLNECP------------
WBGene00005000|C48E7.10|SPP-15 ICTDILLCRTPKQYYFLETQK
WBGene00004986|T07C4.4|SPP-1 ACKDVDLC-------------
WBGene00004997|T22G5.7|SPP-12 TCKEAKLC-------------
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