
  

 

 

Supplemental Figure 1, related to Figure 1. Diagrammatic representation of embryonic growth plate 
development in the limb highlighting chondrocyte condensation, maturation and hypertrophy. The field of 

view for the images shown in B is outlined.  



  

 

 

 



  

 

 

Supplemental Figure 3, related to Figure 2. Global 5hmC levels.  
A. Total glycosaminoglycan content (normalized to total cellular DNA) quantified with the DMMB assay over 

the  
course of chondrogenic differentiation. Data are mean ±SD (n = 3). * denotes p< 0.05 compared to the 

control group  
at day 0.  

B - D. Levels of the modified cytosines 5hmC (B), 5mC (C) and loading control single stranded DNA (D) over 
the  

course of chondrogenesis in ATDC5 cells, assessed by dot blot using serial dilutions of DNA.    
 



  

 

 

 



  

 

 

 



  

 

 

Supplemental Figure 6, related to Figure 6. Correlation of clustered genes in replicate array samples for the  
microarray.  

A. A heatmap depicting the r-values for a representative probe set in the samples examined. The 

representative  
probe set was extracted based on consistent intensity in at least two arrays and a minimum intensity of 150. 
B. Absolute r-values used to produce the heatmap for the sample correlation from the representative probe 

set in A.  



  

 

 

Supplemental Figure 7, related to Figure 6. Analysis of the gene expression of the top 25% of genes 
associated with  

10x or greater increases in 5hmC in the chondrocyte (day 20) when compared to the progenitor (day 0).  

A. Changing gene expression over the course of chondrogenesis in the top 25% of genes with a ten-fold 
increase  

in 5hmC. Total number of genes which there is gene expression data for = 3276, number of genes with; 
increased  

gene expression = 274 (8%), decreased gene expression = 66 (2%) and no change = 2936 (90%).  
B. Genomic distribution of 5hmC in the subset of genes with increased gene expression.  
C. Genomic distribution of 5hmC in the subset of genes with decreased gene expression.  

D. Genomic distribution of 5hmC in the subset of genes with no change in gene expression.  


