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Supplementary Figure 1 (SF1). PFGE profiles of the six cephalosporin-resistant V.
alginolyticus strains.
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Supplementary Figure 2 (SF2). S1-PFGE and Southern hybridization of V.
alginolyticus strain VAS3-1 and the corresponding transconjugant T-VAS3-1.
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50 Supplementary Figure 3 (SF3). Comparative alignment of qnrVC4 bearing class I
51 integrons in different bacterial species.
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