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human PDK4 5’UTR, chromosome 7:95,596,341-95,596,522 (- strand) 
 
 
+92 GGTGGGAAGACTTGAACTTGAATCTCGAACCACTGCATCTCCGACTCTGCCCAGA 
 
CTCTTCACTCCGCGGCACCCTCAAACCCCAGCCCAGGCCGGGGCGCACAAGCCAGCC 
                                                                                                   1            2         
AGCGCACCTGCAGTCCTCGCCCGGACGCGCCGCGCCCCCTCGGAACCAGGCTCTGCT 
      3                                    4         5 
CCGAGCAGCCTTC +273 

human HDAC4 promoter, chromosome 2:239,401,946-239,402,052 (- strand) 
 
-993 TGGGAGGCTTGTGTTGAGTTACAGGTCGGCCCGTAGATCCCCGGAAGCGCCTT 

      
TGGTTGCCAGCAGGTGTCGGCGAGGGTCTTCAGTGGCCACCCTCCTGGTGGTGA -1,100 
                                             1      2 
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Supplementary Figure 1 – Example of pyrosequencing data for HDAC4 and PDK4. A and B) Position of each sequenced 
CpG (underlined and numbered) in HDAC4 and PDK4 respectively. Priming sites for PCR and sequencing oligonucleotides are 
in underlined italics and bold, respectively. The asterisk in HDAC4 marks the CpG that is hypomethylated in response to AA in 
THP-1 cells (cg15142485 in Illumina’s Infinium HumanMethylation450 BeadChip; Silva-Martínez et al., in press). The boxed 
PDK4 sequence is the priming site for the 5’ oligonucleotide (extending left-to-right) used for bisulfite sequencing by Kulkarni et 
al. (ref. 21 in main text). The numbers at the sequence ends indicate the distance from the transcription start site (bp). The 
arrow in PDK4 indicates the direction of transcription. Coordinates were determined by BLAT using the hg38 assembly. C and 
D) Methylation levels of individual CpGs (numbered as in A,B) of HDAC4 and PDK4, respectively, in two AMM samples with ~2-
fold difference in AA levels – i.e. 3.72% (solid squares) and 8.79% (open squares) are shown. 
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Supplementary Tables 
 
Supplementary Table 1. General characteristics of the LI cohort (n=49). 
___________________________________________________________ 
Females (n)    27 
Males (n)    22 
Weight at birth (kg)   3.2+0.07 (2.1-4.1) 
Weight at sampling (kg)  5.4+1.6 (2.6-8.6) 
Age at sampling (days)  89.6+68.2 (10-333) 
___________________________________________________________ 
Continuous variables are represented as average+SEM (minimum- 
maximum). 
  



!"##$%&%'()*+,-).$%,/,0,12'0345'4647)'(,&"$(4#$%,*%5*%3342',*%3"$(38,

!"#$%$&'(%)*+(*,*-.(/$01)23/)$,'0$4.*($/15/$6.731$#"
8.0*.731 91/. / :

SFA -0.0042 -0.0500 0.9604
MUFA -0.0512 -0.4699 0.6407
PUFA 0.0990 1.4550 0.1526
C8:0 -1.6417 -1.3022 0.2084

C10:0 -0.2358 -0.1513 0.8813
C12:0 0.0607 0.1667 0.8686
C14:0 -0.0774 -0.2978 0.7676
C14:1 -8.3400 -1.9342 0.0681
C15:0 0.5570 0.2174 0.8302
C16:0 0.0225 0.4882 0.6284
C16:1 -0.2201 -0.7229 0.4744
C17:0 0.9517 0.6548 0.5167
C17:1 -0.8565 -0.2655 0.1611
C18:0 0.0251 0.3373 0.7379
tC18:1 1.1994 0.8623 0.3942
cC18:1 -0.0078 -0.0943 0.9254

C18:2(n-6) -0.0234 -0.5207 0.6086
C18:3 -0.1654 -0.3131 0.7576
C20:0 1.0791 1.1196 0.2703
C20:1 -3.6039 -1.3543 0.1915
C20:3 0.1896 0.9426 0.3577
C22:0 0.2244 0.6389 0.5360
C22:2 0.0587 1.5738 0.1438

C22:6(n-3) 0.2202 0.7677 0.4588
C24:1 0.2672 0.7352 0.4776
Age 0.0000 0.1204 0.9056
Sex 0.0050 0.1341 0.8815

Weight at birth 0.0761 1.6282 0.1219
Birth-to-sampling 

weight 
increase/day

0.0811 1.7112 0.1444

!"!$$%$&'(%)*+(*,*-.(/$01)23/)$,'0$;2::3141(/.0<$6.731$="

>1*+?/$./$7*0/?
Birth-to-
sampling 
weight 

increase/day
@A 91/. / : @A 91/. / :

C8:0 B"#C!D B"#=!C B"=DE= C8:0 %B"B#!F %B"GFDB B"EHB!
C10:0 %B"C!EE %B"DC#! B"DE#G C10:0 %B"B### %B"!CFH B"HHFF
C12:0 B"#C#C B"G!CE B"EH!F C12:0 %B"BB!D %B"!FFE B"=#=H
C14:0 B"!!ED B"EEBD B"D#E= C14:0 B"BBGD B"DB#D B"E!F=
C14:1 %B"=CEG %B"!EEG B"HC!= C14:1 %B"#D#D %#"D!HD B"#G=C
C15:0 F"FHHG #"FE!E B"#=CB C15:0 B"BFD= B"G!HG B"EHDE



C16:0 !"#"$%& !"#'%() "#$$$" C16:1 "#"*$+ "#(**( "#%++,
C16:1 "#"*%& "#",%+ "#()*% C17:0 !"#"),) !*#*&$) "#,$$+
C17:0 !%#'"$' !*#'*%* "#*+$) C18:0 !"#""*' !"#+))' "#''"+
C17:1 !*#"&") !"#&(+) "#&&)% tC18:1 "#""'+ "#%$'" "#+,"*
C18:0 !"#"$"% !"#)"," "#'%") cC18:1 !"#""*& !*#&"+" "#*'(*
tC18:1 "#,($$ "#+""( "#'("' C18:2(n-6) !"#""** !*#%%$+ "#*()"
cC18:1 "#""$* "#*',( "#))+$ C18:3 !"#""&) !"#&&$+ "#&)%(
C18:3 "#,)%$ "#+"(( "#')'% C20:0 "#""%( "#")%" "#(%'(
C20:0 !"#*'*, !"#*"&$ "#(*+* C20:1 !"#"*&$ !"#%+(, "#+")&
C20:1 !*#*((( !"#$&++ "#&*$+ C20:3 "#""&+ *#$%($ "#*,+"
C20:3 "#",*% "#"((% "#(,,% C20:4 !"#"**% !*#$'*% "#*,'+
C20:4 0.2248 1.1114 0.2839 C20:5 "#"%%" "#$%+& "#&%'(
C20:5 2.3165 1.4099 0.1790 C22:0 !"#""$( !,#"'*+ "#"&+"
C22:0 "#"%%* "#%*+' "#+&'' C22:2 "#""$$ "#*'*' "#))(+
C22:2 1.5241 1.0433 0.3133 C22:6(n-3) "#",&" *#,&"' "#,%%,

C22:6(n-3) -0.8335 -1.3802 0.1878 C24:1 !"#"'$$ !"#$((" "#'($(
C24:1 -3.1132 -1.4486 0.1680

,#%-!-./0!12302425607-891:;71-4/8-<:==;9>90768?--@6A;9-%#-B/2C-9078291-689-12302425607-611/52672/01-D27E-639#
F39 <9G

HF I976 7 = I976 7 =
C8:0 "#"""% "#$$,* "#&*%( "#"*%& "#,&($ "#+(+%
C10:0 !"#""", !"#&""+ "#$,*" !"#"*," !"#%*)' "#+&,)
C12:0 !"#"""& !"#&$&* "#&+'( "#*(%" *#$,%+ "#***$
C14:0 "#""*$ *#**&" "#,+"( "#*)"( "#('&) "#%'('
C14:1 "#"""* "#)(+, "#%+), "#"*$+ *#*"*( "#,)*"
C15:0 "#"""* "#%&*( "#+,+( !"#",'$ !*#*(') "#,'%'
C16:0 "#"",& "#$,'+ "#&%&' !"#'+$, !"#))," "#%),&
C16:1 "#""*" *#%,$) "#*(*' !"#"')" !"#'+'" "#$%+)
C17:0 "#"""' ,#""$( "#"&"( !"#",*$ !"#))'& "#%)*,
C17:1 !"#"*') !"#'$)" "#$'$*
C18:0 !"#%)++ !"#')"& "#$%%,
tC18:1 "#"""+ "#((,$ "#%,$% !"#"&+, !"#$*(( "#&%)&
cC18:1 "#"*$, *#(*+) "#"$*$ "#((&$ "#)$(" "#%)($

C18:2(n-6) "#","$ *#))%) "#"+*% *#*(%% "#(,() "#%$*'
C18:3 "#"*(' "#%(%+ "#$(("
C20:0 !"#"""% !*#+&(% "#")&& !"#"")* !"#%',+ "#+%%&
C20:1 !"#"""% !*#')"+ "#*&*, "#"**% "#&%'% "#&(+(
C20:3 !"#"",) !*#**%% "#,+$, !"#,*'& !"#+*$% "#')"'
C20:4 "#""** "#*&$$ "#)+$% !"#,%)% !"#,&$) "#+()&
C20:5 !"#"""' !*#++,' "#"(&' "#""$% "#*$++ "#)$)(
C22:0 !"#$+%" !*#($&$ "#"$$(
C22:2 !"#""", !*#"'%, "#%*,' "#""%) "#*'%) "#))+&

C22:6(n-3) !"#""", !"#%",( "#+$&( "#*&(+ *#&(*% "#*%**
C24:1 !"#"$$) !,#(&%+ "#%)&(



!"#$%$&'(%)*+(*,*-.(/$01)23/)$,'0$4.*($/15/$6.731$!"
89 :9

;.0*.731 <1/. / = ;.0*.731 <1/. / =
>:?) %@"@@AA %@"!BC! @"BAD# >:?) @"@ECC F"DCDC @"F!GC

HI:?) @"@FBE @"B@G@ @"#CCA HI:?) %@"@G!F %@"BCCB @"###E
C18:2(n-6) @"@FGD @"!C#B @"BCD@ C18:2(n-6) @"@!CA F"D@GB @"FECC
JFAKG !"@EC@ F"E!#C @"!DDA JFAKG %@"!!@E %@"!ABG @"BAGE
J!@K! %F"#@GA %@"CG@@ @"#E@E J!@K! F"#AAC F"AD!C @"@AAB
J!@KG %@"@!@E %@"@GAD @"CB!B J!@KG %@"F#BF %@"AEFG @"#!BG
J!!K# %F"E@@F %F"@AC! @"G@BA J!@K# -0.0623 -1.7656 0.1079
J!!KE %@"FFEF %@"!#AD @"A@CC J!!K# %@"@D!G -1.7656 0.1079

J!!KDL(%GM @"#CCF !"!AC@ @"@EFG J!!KE @"F@@A @"#FFA @"DAC!
N9O %F"C@#@ %@"E!EC @"D!F# J!!KDL(%GM @"@AEB @"#AAC @"DGE#
O9O %F"AGDG %@"E@D! @"DG#! N9O -0.1499 -2.5177 0.0864
;O9O %!"BDG# %F"!GAG @"!B@D O9O -0.1300 -2.4800 0.0893

60*+3P-10*Q1) %@"FBA! %@"EEAA @"D@@# ;O9O -2.2190 -2.7252 0.0951
6'/.3$

-R'31)/10'3 F"A#AG @"E@CE @"DG!F 60*+3P-10*Q1) -0.4164 -2.5514 0.1048

>P)/'3*-$<8 @"@!BE !"FGDC @"@DFG 6'/.3$
-R'31)/10'3 @"F!C! 2.4670 0.0903

9*.)/'3*-$<8 %@"@FBA %@"CE#B @"GD#B S32-')1 0.0372 2.2557 0.1094
?+1 @"@F#F F"@D@B @"GFDE >P)/'3*-$<8 @"@FDA F"#D!# @"FBBB

9*.)/'3*-$<8 @"@@A# @"BAAB @"#E@E
?+1 %@"@@@F %@"@@BB @"CC#@

!"E$%$&'(%)*+(*,*-.(/$01)23/)$,'0$4.*($/15/$6.731$G"
89 :9

;.0*.731 <1/. / = ;.0*.731 <1/. / =
>:?) @"@GF! F"E@BB @"FBE# >:?) @"@D@C F"DG@A @"F#B@

HI:?) %@"@F@C %@"#!FA @"DAEA HI:?) %@"F@C@ %!"!@#D @"@DGG
8I:?) @"@@FA @"G@BA @"BDB! 8I:?) %@"@@CG %@"#DFA @"DEA!

C18:2(n-6) %@"@FE# %@"EFEA @"BFFA C18:2(n-6) %@"@F#! %@"#CCC @"DDFF
JFAKG %@"E#GD %F"DDFF @"!!F@ JFAKG @"@!D# @"!ACF @"ACF!
J!@K! %@"#FFG %F"FF!G @"!#FG J!@K! @"!FEF @"FAFE @"C@@!
J!@KG %@"FG!! %@"FFF@ @"#AFF J!@KG %@"@CEC %@"EFF# @"DBFB
J!@KE %@"F!B@ %@"#EBF @"DEAE J!@K# %@"@@FC %@"E#DD @"DDFD
J!!K# %@"@CB# %@"#CCB @"DDF! J!@KE @"@#EA @"!AG! @"AAFF
J!!KE %@"@DD! %@"GFFG @"#AF! J!!K# @"@!CA @"BDF! @"EFF#

J!!KDL(%GM %@"@A@A %@"!!GF @"BCFG J!!KE @"@F@D @"#FFA @"BBFG
N9O F"#E@F @"!GED @"A!AC J!!KDL(%GM @"@F!C F"DFF# @"ACC!
O9O F"#DGB @"!GBA @"A!BG N9O %@"FGE# %!"FGCB @"F!FC
;O9O !"FB@A @"DD## @"EEGC O9O %@"@CGE %F"EFGG @"!!B#

60*+3P-10*Q1) %@"F#FA %@"!#G! @"A!GE ;O9O %@"#G#D %F"GFFC @"!A@C
6'/.3$

-R'31)/10'3 %F"#E#A %@"!GD# @"A!A# 60*+3P-10*Q1) @"@DE! F"@G@G @"GBAB



!"#$%&' ()*))+, ()*+)-+ )*./0,
1%23"4

$5%"'&2'6%"
)*).7/ -*,,7. )*+,0)

89&2%":$4;< )*)-+/ )*7+07 )*0.=0 89&2%":$4;< )*))-- )*-/.0 )*.>.>
?:3&2%":$4;< ()*))-) ()*)//. )*7/>) ?:3&2%":$4;< ()*))+, ()*077- )*>)->

@A' ()*))-+ ()*=0>) )*/,,, @A' )*)-=+ -*70)> )*)7,.
;BC )*-.-+ 0*0+)) )*)=>- ;BC )*))+/ )*-/-0 )*..,)

+*=4(4D%E(&:AE:F:$3E246'&#"2&4F%648#GG"'H'E2369413I"'4>*
<? J?
J@ ;'23 2 G J@ ;'23

K-,L) )*)0+70 -*)++)+ )*0+.>+ K-,L) )*)-,=/
K-/L) ()*))=07 ()*/77-= )*/=>7, K-/L) ()*))=0,
K-=L) ()*0)700 (-*=0.+0 )*-+7=0 K-=L) ()*-=7,
K-=L- )*)+/)7 )*=-77- )*/,>7/ K-=L- )*)).,+
K-.L) )*)>7/, -*)>,/7 )*0)//= K+)L- )*)->+.
K-.L0 )*)0-7, +*-=0.7 )*)>0=.
K+)L- )*)-..7 -*==-/, )*-+,.-
K+)L0 )*)=.+> +*-/)7> )*)/,//

+*>4(4D%E(&:AE:F:$3E246'&#"2&4F%648#GG"'H'E2369413I"'47*
<? J?
J@ ;'23 2 G J@ ;'23 2 G
C14:0 +*=>,7 )*7=7> )*,)0>+ C14:0 -15.9718 -2.73499 0.07164
C15:0 (-,*>7+-- (-*,=0+7 )*+07/. C15:0 46.2854 1.87408 0.15762
C17:0 (>*-)/0- (-*0-7/0 )*+>.== C16:1 6.69953 2.01807 0.13691
C18:0 )*/>>77 -*/>=>+ )*+-+7/ C16:0 0.29217 1.33328 0.27464

C18:2(n-6) =*+,.= 0*>,/=7 )*-==)7 C17:0 -8.55814 -1.22366 0.30842
C18:3 (+).*,=0-0 (,*,+-=0 )*-,-= C18:2(n-6) ()*+---, ()*+-0.. )*.=/.=
C20:1 7)*=,../ /*=).+ )*--+0, C18:3 (-,*,/)/ ()*0/,/, )*>.0-
C20:2 -.>*.=0)7 ,*7-07 )*-+>.- C20:1 (-.+*7)0.> (-*/->0> )*0>)7=
C20:3 (0>*>0>,- (0*->-./ )*-7,,0 C20:2 ()*,-7-+ ()*))>0/ )*77/0+
C20:4 (/*.7,. (+*+=-=. )*+=/)0 C20:3 0.*+,+)+ +*)+.=/ )*+7-/=
C20:5 +*.,.=> )*--7>- )*7+,-/ C20:4 -7*,++/+ -*7)7)- )*0)>-7
C22:4 /7*.//77 +*+>-./ )*)7=,+ C20:5 .0*/)+,- -*00)). )*,-),-
C22:6 (>*.0>.- ()*.>=0= )*,)-, C22:4 (-.>*-)0,. (-*7)+>+ )*0).)/

C22:5 (0.*-+=/. (-*0>0>, )*,))/.
C22:6 +=*=7>0, -*-7,.7 )*,,0=+

+*.44(4D%E(&:AE:F:$3E246'&#"2&4F%64H3:E42'M2413I"'4,*
<? J?

N36:3I"' ;'23 2 G N36:3I"' ;'23 2 G
8J@& )*)>== )*0.+- )*>-0> 8J@& )*+-7> -*/=0/ )*-=-7

BOJ@& ()*)=.7 ()*+>/- )*>7-+ BOJ@& ()*+-+> (-*--,- )*0)+)
<OJ@& )*)>=) -*0+,7 )*++=. C18:2(n-6) )*0/,. )*>.>/ )*/-0/



C18:2(n-6) !"#$%& !"##&# !"%&'% (#')* +,"!&$! +!",%*% !"$$%$
(#')* +#!"$!%& +!"#*&' !"%#,! (&!)& -"!-!% !"-$'# !",%#'
(&!)& &%",$'! !"&%%. !"'#-, (&!)* !"*.!, !"&#,* !"'-''
(&!)* +&"!.%. +!"#.$' !"''%& (&&)- +#"#$,' +!"**-- !".,%%
(&!)- &"###' !"'.,. !",%,- (&&)$ &"$&&, !"$!-. !",,*%
(&&)- &&"&!.# !",&$' !",--! (&&),/0+*1 +!"**#& +!"&'!! !"'!$'
(&&)$ +**"--!# +#"#!%- !"-,.! 234 +!"!%-# +!"*!#' !".'&$

(&&),/0+*1 +&",!,' +!"#$-& !"%!&, 434 +!"!%'& +!"*&&' !".,'!
234 &!$".,&# !"-$,$ !",%&' 5434 +#"$$!& +!"%$!& !"-#&#

434 +&!$"$*.$ +!"-$.$ !",%&& 6789:;<=78>=? !"&..- !"''%. !"-*%&

5434 +#!'"##** +!"-$$% !",%*& 6@AB:C
<D@:=?A=7@: !"!%!* !"&%.& !".'$.

6789:;<=78>=? +#%"-.$$ +!"-$,$ !",%&' E:F<@?= !"!.!$ #".##. !"#'$$
6@AB:C

<D@:=?A=7@: +&!$"$%-% +!"-$.- !",%&* G;?A@:8<CHI !"!#,, !".%,$ !"-$#%

E:F<@?= +!"!-#& +!"!&%$ !"%.%# 38B?A@:8<CHI !"!&,- #"-&,* !"#%,'
G;?A@:8<CHI !"!-*& #"-### !"&&&& J9= !"!-&% #".!%* !"#*#&
38B?A@:8<CHI !"!**- #"*%'% !"#%%- HKL !"!&'% #"-$-$ !"#.%'

J9= !"&!## &"--,* !"!.!.
HKL !"&.&$ #"$-'& !"#%,$



Supplementary Table 3 – Significant associations of age at  
sampling with FAs (dependent variable) adjusted for sex in the  
LI cohort. 
______________________________________________________ 
Variable  Beta  t  p adjusted R2 
______________________________________________________ 
C17:1   -0.0004 -2.2275 0.0406 0.1522 
C18:0   -0.0150 -2.5320 0.0149 0.0949 
C18:3(n-3)  0.0007 2.1569 0.0465 0.1367 
C22:0   -0.0082 -3.5946 0.0024 0.4566 
C24:1   -0.0006 -3.4719 0.0031 0.4628 
C22:0+C24:1 -0.0089 -3.8105 0.0015 0.4912 
______________________________________________________ 
Beta values indicate the change in percentage FA per one-day
age increase. Non-significant associations are shown in  
Supplementary Table 2.3. 

  



Supplementary Table 4. General characteristics of the AMM subjects. 
_______________________________________________________________ 

   BMI Groups 

 

All subjects  

n=12 

 Normalb 

n=4 

Overweightc 

n=4 

Obesed 

n=4 

Age (years) 34.9 (0.5)  36.5 (2.1) 31.5 (3.9) 36.7 (3.7) 

Height (cm) 170.1 (1.8)  166.5 (3.7) 169.0 (2.6) 174.8 (1.8) 

Weight (kg) 81.1 (5.2)  61.4 (2.7)** 80.7 (2.6)** 101.4 (4.3)*** 

BMI (kg/m2) 28.0 (1.4)  22.4 (0.4)** 28.4 (0.8)* 33.2 (1.5)*** 

WC (cm)
a
 

99.1 (3.7)  85.2 (4.3)* 100.6 (3.7) 111.5 (2.0)** 

HC (cm)
a
 

106.0 (2.7)  95.8 (1.6)* 105.5 (1.4)** 116.7 (2.1)*** 

WHR (cm/cm) 0.93 (0.01)  0.88 (0.03) 0.95 (0.02) 0.95 (0.01) 

WHtR (cm/cm) 0.58 (0.01)  0.51 (0.02) 0.59 (0.02) 0.63 (0.01)** 

SBP (mmHg) 113.3 (3.2)  103.7 (3.7) 112.5 (4.7) 123.7 (3.7)* 

DBP (mmHg) 77.9 (1.6)  75.0 (3.5) 78.7 (1.2) 80.0 (3.5) 

Data are presented as means (SEM). HC, hip circumference; SBP and DBP, 
diastolic and systolic blood pressure, respectively; WC, waist circumference; 
WHR, waist-to-hip ratio; WHtR, waist-to-height ratio. a measurements carried 
out not in the same day as blood extraction; b differences between normal and 
overweight groups; c differences between overweight and obese groups; d 
differences between obese and normal groups; *=p<0.05; **=p<0.01; 
***=p<0.001; one-way ANOVA.  



Supplementary Table 5 - Correlations between metabolic parameters and 
DNA methylation in subject-averaged repeated measurements (n=5 per 
subject). 
 

Variable Day Pearson's r 

TG (mg/dL) FD -0.601* 
PD -0.654* 

WBFA (mmol /L) 
FD 0.160 
PD -0.258 

HDL (mg/dL) 
FD 0.496 
PD 0.129 

LDL (mg/dL) 
FD -0.192 
PD -0.152 

VLDL (mg/dL) FD -0.600* 
PD -0.653* 

TC (mg/dL) FD -0.540 
PD -0.431 

Glucose (mg/dL) 
FD 0.077 
PD -0.521 

 
  



Supplementary Table 6 - Correlations between metabolic parameters recorded 
at the second blood draw (12 PM) and DNA methylation recorded at the last 
draw (6 PM) in subject-averaged repeated measurements (n=5 per subject). 
 

Variable Day Pearson's r 

TG (mg/dL) FD 0.080 
PD -0.057 

WBFA (mmol /L) 
FD 0.021 
PD -0.181 

HDL (mg/dL) 
FD -0.394 
PD -0.474 

LDL (mg/dL) 
FD 0.152 
PD -0.307 

VLDL (mg/dL) FD -0.333 
PD -0.570 

TC (mg/dL) FD -0.196 
PD -0.571 

Glucose (mg/dL) 
FD -0.722* 
PD -0.308 

 
  



Supplementary Table 7 – Significant associations of 
age with FAs (dependent variable) in the AMM subjects. 
_______________________________________________________________ 
Sample Variable Beta  t  p  adjusted R2 
_______________________________________________________________ 
PD  C17:0  0.0432 2.3792 0.0365 0.2231 
  C20:4  0.2690 3.1271 0.0096 0.3842 
  C20:2  0.0311 2.5245 0.0282 0.3042 
  C20:5  0.0330 2.5213 0.0284 0.3153 
  C22:4  0.1070 2.6456 0.0228 0.2872 
  C22:5  0.0713 2.6889 0.0211 0.3105 
  C22:6  0.1382 2.9062 0.0143 0.3387 
 
FD  C17:0  0.0344 2.5849 0.0254 0.2674 
  C18:0  0.1001 2.3687 0.0372 0.9334 
  C18:2  0.4027 2.8105 0.0169 0.6277 
  C18:3  0.0259 3.0880 0.0115 0.3921 
  C20:2  0.0239 2.6342 0.0232 0.2923 
  C20:3  0.0567 2.8687 0.0153 0.6156 
  C20:4  0.2529 3.3389 0.0066 0.5474 
  C20:5  0.0314 2.9714 0.0127 0.3459 
  C22:5  0.0673 2.8145 0.0168 0.3244 
  C22:4  0.1043 3.1421 0.0094 0.3787 
  C22:6  0.1359 3.3920 0.0060 0.4230 
_______________________________________________________________ 
Beta values indicate the change percent FA per one-year age increase. Non-significant associations are shown in Supplementary Table 
2.6. 
  



Supplementary Table 8 – Significant associations of FAs with 
weight (dependent variable) in the LI cohort. 
_______________________________________________________________ 
    Variable Beta  t  p  adjusted R2 
    ____________________________________________________ 
Weight  C18:2(n-6) -0.0725 -2.2201 0.0360 0.1439 
at birth 
 
Birth-to- C16:0  -0.0104 -2.2515 0.0409 0.1689 
sampling C17:1  -0.1315 -2.4783 0.0265 
weight increase 
per day 
_______________________________________________________________ 
Beta values indicate the change in weight (kg or kg/day) per one-point 
increase in percent FA. Non-significant associations are shown in 
Supplementary Table 2.2. 
  



Supplementary Table 9 – Significant associations of FAs with 
BMI (dependent variable) in the AMM subjects. 
__________________________________________________________ 
Sample Variable Beta  t  p adjusted R2 
__________________________________________________________ 
PD  C16:0 0.6555 6.0836 0.0089 0.9929 
  C16:1 4.2835 4.7498 0.0177 
  C22:5 -77.797 -2.5582 0.0285 
 
FD  C18:0 2.3419 4.4180 0.0215 0.9704 
__________________________________________________________ 
Beta values indicate the change in BMI per one-point increase in 
percent FA. Non-significant associations are shown in 
Supplementary Table 2.7. 
 


