Supplemental Table S2 - PR gene positions in Criollo genome, color-coded by PR gene family

Chromosome

Start

PR Gene Family

Gene ID

Tandem Array
ID

592960 | 594207 | PR |Tc01g001190 | |

Chri
Chrl

756862
764592

758055
765968

PR-5
PR-5

Tc01_g001580
Tc01_g001590

Chr1PR-5.2
Chr1PR-5.2

Chrl 1223958 1225321 PR-9 Tc01_g002490
Chrl 2046944 2047477 PR-1 Tc01_g003940
Chrl 2390176 2391738 PR-9 Tc01_g004590

24449757 | 24451200 PR9 | Tc01 g029350 | |

Chrl 26238743 | 26239660 PR-8 Tc01_g032120
Chrl 26379168 | 26379491 PR-8 Tc01_g032260
Chrl 26567546 | 26568662 PR-9 Tc01_g032570

27725371 27726015 PR1 __|Tc01g034430 |

Chrl 28094750 | 28095737 PR-8 Tc01_g035050 Chr1PR-8.5
Chrl 28098396 | 28099445 PR-8 Tc01_g035060 Chr1PR-8.5
Chrl 28136550 | 28137445 PR-8 Tc01_g035140 Chr1PR-8.5




Chrl 28139089 | 28139985 PR-8 Tc01_g035150 Chr1PR-8.5
Chrl 28141342 | 28142244 PR-8 Tc01_g035160 Chr1PR-8.5
Chrl 29089378 | 29096068 PR-7 Tc01_g037010 Chr1PR-7.6
Chrl 29099230 | 29102593 PR-7 Tc01_g037020 Chr1PR-7.6
Chrl 29106890 | 29110006 PR-7 Tc01_g037030 Chr1PR-7.6
Chrl 29115406 | 29119284 PR-7 Tc01_g037040 Chr1PR-7.6

Chr2

1782306 1783525
1834936 | 1836914 |  PR-9  |Tc02.g003150 |

PR-5

Tc02_g003020

Chr2 1453223 1453702 PR-1 Tc02_g002380 Chr2PR-1.1
Chr2 1454367 1454837 PR-1 Tc02_g002390 Chr2PR-1.1
Chr2 1456734 1457219 PR-1 Tc02_g002400 Chr2PR-1.1
Chr2 1460085 1460573 PR-1 Tc02_g002410 Chr2PR-1.1
Chr2 1463710 1464189 PR-1 Tc02_g002420 Chr2PR-1.1
Chr2 1465775 1466269 PR-1 Tc02_g002430 Chr2PR-1.1

2838778 | 2841102 | PR7 | Tc02 g005130 | |

Chr2
Chr2
Chr2
Chr2

2891313

3567043

2
2900033
|
3574782 |

2892972
2902683
3567463
3574952

PR-5

PR-5
PR-12
PR-12

Tc02_g005190

Tc02_g005200
Tc02_g006630
Tc02_g006660

Chr2PR-5.2

Chr2PR-5.2
Chr2PR-12.3
Chr2PR-12.3

Chr2 3791974 3796328 PR-2 Tc02_g007080

Chr2 3911517 3916523 PR-7 Tc02_g007300

Chr2 4604542 4606761 PR-9 Tc02_g008380

Chr2 5265134 5265811 PR-17 Tc02_g009590 Chr2PR-17.4
Chr2 5268266 5269520 PR-17 Tc02_g009600 Chr2PR-17.4
Chr2 5272315 5273019 PR-17 Tc02_g009610 Chr2PR-17.4
Chr2 5280292 5280972 PR-17 Tc02_g009630 Chr2PR-17.4
Chr2 5290110 5290810 PR-17 Tc02_g009650 Chr2PR-17.4
Chr2 5714692 5716563 PR-1 Tc02_g010380

Chr2 6680377 6681597 PR-9 Tc02_g011920 Chr2PR-9.5
Chr2 6688821 6690092 PR-9 Tc02_g011930 Chr2PR-9.5
Chr2 6692863 6694134 PR-9 Tc02_g011940 Chr2PR-9.5
Chr2 6698094 6699389 PR-9 Tc02_g011950 Chr2PR-9.5
Chr2 6701728 6702974 PR-9 Tc02_g011960 Chr2PR-9.5
Chr2 6713925 6715033 PR-9 Tc02_g011990 Chr2PR-9.5
Chr2 6725602 6726798 PR-9 Tc02_g012000 Chr2PR-9.5
Chr2 6728402 6732943 PR-9 Tc02_g012010 Chr2PR-9.5




Chr2 6733980 6735168 PR-9 Tc02_g012020 Chr2PR-9.5
Chr2 7596477 7598446 PR-9 Tc02_g013360
(Chra 9964462 | 9964902 |  PR14  |Tc02 go16580 |
Chr2 17976635 | 17977630 PR-9 Tc02_g022830
Chr2 19074797 | 19075795 PR-2 Tc02_g023780
Chr2 22789048 | 22793374 PR-2 Tc02_g028070
Chr2 23779373 | 23780685 PR-9 Tc02_g029020 Chr2PR-9.6
Chr2 23812198 | 23813502 PR-9 Tc02_g029090 Chr2PR-9.6
Chr2 23817409 | 23818719 PR-9 Tc02_g029110 Chr2PR-9.6
Chr2 23827973 | 23829773 PR-9 Tc02_g029120 Chr2PR-9.6
Chr2 23839783 | 23845668 PR-9 Tc02_g029131 Chr2PR-9.6
Chr2 24935435 | 24936685 PR-9 Tc02_g030420 Chr2PR-9.7
Chr2 24943784 | 24945334 PR-9 Tc02_g030430 Chr2PR-9.7
Chr2 25295410 | 25295847 PR-9 Tc02_g030970 Chr2PR-9.8
Chr2 25297462 | 25298357 PR-9 Tc02_g030980 Chr2PR-9.8
Chr3 320042 321034 PR-9 Tc03_g000530
4837264 4838 P 03_g005540
Chr3 17331874 | 17332776 PR-8 Tc03_g017760 Chr3PR-8.1
Chr3 17340582 | 17341478 PR-8 Tc03_g017780 Chr3PR-8.1
Chr3 17344432 | 17345325 PR-8 Tc03_g017790 Chr3PR-8.1
Chr3 18014708 | 18017044 PR-7 Tc03_g018930
Chr3 18236392 | 18237551 PR-9 Tc03_g019180
Chr3 19476132 | 19478006 PR-2 Tc03_g021200
Chr3 19763023 | 19766766 PR-7 Tc03_g021760
Chr3 19837251 | 19838667 PR-9 Tc03_g021880
Chr3 20186386 | 20189613 PR-7 Tc03_g022570 Chr3PR-7.2
Chr3 20192438 | 20196672 PR-7 Tc03_g022580 Chr3PR-7.2
Chr3 20198996 | 20202591 PR-7 Tc03_g022590 Chr3PR-7.2
Chr3 20236328 | 20237838 PR-2 Tc03_g022650
Chr3 20812784 | 20814495 PR-9 Tc03_g023600
(Chi3 20873633 20874124|  PR-14  [Tc03g0236%0 |
Chr3 21230293 | 21255588 PR-7 Tc03_g024170
Chr3 22569364 | 22573346 PR-7 Tc03_g026320 Chr3PR-7.3
Chr3 22574911 | 22577142 PR-7 Tc03_g026330 Chr3PR-7.3
Chr3 22578287 | 22580454 PR-7 Tc03_g026340 Chr3PR-7.3
Chr3 22705359 | 22708866 PR-7 Tc03_g026560 Chr3PR-7.4




Chra

Tc04_g008530

22978758 22979435 Tc03_g026960 Chr3PR-5.5
22989396 22989923 | Tc03_g026980 Chr3PR-5.5
22995503 22996177 | Tc03_g026990 Chr3PR-5.5
22999218 22999882 Tc03_g027000 Chr3PR-5.5
23001302 23001976 Tc03_g027010 Chr3PR-5.5
23003689 23004303 | Tc03_g027020 Chr3PR-5.5
23004849 23005571 Tc03_g027030 Chr3PR-5.5

Chra 255387 256364 PR-9 Tc04_g000340

Chra 1012521 | 1013740 PR-8 Tc04_g001620

Chra 2788623 | 2790250 PR-9 Tc04_g004350 | Chr4PR-9.1

Chra 2791630 | 2793436 PR-9 Tc04_g004360 | Chr4PR-9.1

Chra 2794822 | 2796456 PR-9 Tc04_g004370 | Chr4PR-9.1

Chr4 15012802 | 15018041 PR-9 Tc04_g016710 Chr4PR-9.3
Chr4 15033309 | 15034430 PR-9 Tc04_g016740 Chr4PR-9.3
Chr4 15054772 | 15055892 PR-9 Tc04_g016760 Chr4PR-9.3

17148238 | 17151103 |  PRO  |Tc04 g019840 |

Chra 17879840 17881090 | PR-5 Tc04_g020870

Chra 21631422 | 21632757 PR-9 Tc04_g027220 Chr4PR-9.5
Chr4 21636062 | 21637717 PR-9 Tc04_g027230 Chr4PR-9.5
Chr4 22135251 | 22136317 PR-9 Tc04_g028060




22935290 | 22936567 |  PRO  |Tc04 029820 |

Chr5 2252411 2253450 PR-5 Tc05_g004240

2957852 | 2958562 |  PR-1 | Tc05_g005530
3297559 | 3300161  PR9 | Tc05_g006120




Chr5
Chr5

23011025
23015545

23011535
23016832

Chr5PR-4.4
Chr5PR-4.4

PR-4 Tc05_g027210
PR-4 Tc05_g027220

Chr5
Chr5
Chr5

23022482
23030430
23076382

23023859
23031726
23077121

Chr5PR-4.4
Chr5PR-4.4
Chr5PR-4.4

PR-4 Tc05_g027230
PR-4 Tc05_g027250
PR-4 Tc05_g027320

Chr5

23082584

23089537

PR-4 Tc05_g027340 Chr5PR-4.4

25358388 | 25359598 | PR9 | Tc05g031640 |

7792149

7794494 | PRO___|Tc06.g008540 |

12106897 | 12108599 |  PRO  |Tc06 g014950 | |
14479691 | 14481234 |  PRO | Tc06 g019150 | |

14715208 | 14716459 | PRO |Tc06_g019650 |




Chr6 15375477 | 15378303 PR-7 Tc06_g021130
Chr7 242337 248261 PR-7 Tc07_g000490
Chr7 1373943 1375917 PR-2 Tc07_g002650

Chrs 136530 138827 PR-7 Tc08_g000230 Chr8PR-7.1
Chrs 140672 142931 PR-7 Tc08_g000240 Chr8PR-7.1
Chrs 144535 148772 PR-7 Tc08_g000250 Chr8PR-7.1
Chrs 157014 159803 PR-7 Tc08_g000260 Chr8PR-7.1
Chr8 162515 164797 PR-7 Tc08_g000270 Chr8PR-7.1
o 36 39 36 PR 08 001670
Chrs 1035418 | 1037669 PR-2 Tc08_g001980
Chr8 1392341 | 1393706 PR-9 Tc08_g002680
o 08 0840 PR 08 g00 0 3PR
8 09494 096618 PR 08 g00 40 SPR
Chr8 2135796 | 2139162 PR-7 Tc08_g004000
Chr8 2171236 | 2172745 PR-9 Tc08_g004060
Chrs 2812158 | 2813696 PR-2 Tc08_g005240
Chrs 4454124 | 4457212 PR-7 Tc08_g007740
Chr8 5838275 5839415 PR-2 Tc08_g009900
Chrs 6072846 6074589 PR-5 Tc08_g010190
Chrs 7977834 | 7979127 PR-9 Tc08_g012700
Chr8 8542455 | 8545412 PR-9 Tc08_g013300
Chr9 115915 118110 PR-2 Tc09_g000150
Chr9 349534 350866 PR-9 Tc09_g000620
Chr9 392587 393144 PR-1 Tc09_g000720
Chr9 644365 645956 PR-9 Tc09_g001160

1761439 1764995

940710
1746195
1748948
1754274
1756032 |

1765831

942008 |
1747442
1752317
1755716
1759736 |

1767491

Tc09_g001640
Tc09_g003110
Tc09_g003120
Tc09_g003130

Tc09_g003140

Tc09_g003150
Tc09_g003160

Chr9pPR-11.1
Chr9PR-11.1
Chr9PR-11.1

Chr9PR-11.1

Chr9PR-11.1
Chr9PR-11.1




1771501 1774951 Tc09_g003180 Chr9PR-11.1
1784184 1785419 Tc09_g003190 Chr9PR-11.1
1786169 1787434 Tc09_g003200 Chr9PR-11.1

6842502 | 6843844 |  PR9 | Tc09_g011360

Chr9 11250595 11251258 = Tc09_g016370

PR-1 Tc09_g016580 | ChroPR-1.2
11465593 | 11466093 Tc09_g016590 | ChroPR-1.2
12561121 | 12565191 | PR | Tc09 g017500 | |

26452025 26452786 Tc09_g031980

28169930 | 28171435|  PR-9 | Tc09_g034910 | Chr9PR-9.6
28177251 | 28179090 |  PR-9 | Tc09_g034930 | Chr9PR-9.6
28180582 | 28182204 Tc09_g034950 | ChroPR-9.6

| |
| |




1680770

1681627

Tc10_g002890

9724411

9725695

Chr10 14505716 | 14507362
chr10 14567534 | 14568895 |  PR9 | Tcl0_g016040 Chrl0PR-9.4
Chr10 14583432 | 14584744  PR9 | Tc10_g016070 Chrl0PR-9.4

Tc10_g015260 Chr10PR-8.3
Tc10_g015330 Chr10PR-8.3
Tc10_g015970 Chr10PR-9.4

Chr10 14585210 | 14586406 |  PR9 | Tcl0_g016080 Chrl0PR-9.4

Unmapped

Unmapped
Unmapped
Unmapped
Unmapped
Unmapped

Tc00_g043900

Tc00_g012980
Tc00_g056050
Tc00_g056060
Tc00_g056070
Tc00_g056080




Unmapped PR-8 Tc00_g024510
Unmapped PR-9 Tc00_g014230
Unmapped PR-9 Tc00_g020190
Unmapped PR-9 Tc00_g040640
Unmapped PR-9 Tc00_g044710
Unmapped PR-9 Tc00_g045360
Unmapped PR-9 Tc00_g045400
Unmapped PR-9 Tc00_g045440
Unmapped PR-9 Tc00_g045460
Unmapped PR-9 Tc00_g045610
Unmapped PR-9 Tc00_g045630
Unmapped PR-9 Tc00_g045940
Unmapped PR-9 Tc00_g054480




