ESM Table 5. Summary statistics for 66 published Type-2 diabetes SNPs tested for deviation from additivity for Type-2 diabetes risk.
Results from the additive and recessive models are also presented. ‘SE’ = standard error.

Additive Model

Dominant Model

Recessive Model

Dominance Deviation

Effect/Other Odds Odds Odds Odds

SNP Locus Allele Ratio SE P Ratio SE P Ratio SE P Ratio SE P

rs7756992 CDKAL1 G/A 1.153 0.025 1.3E-08 1.127 0.032 2.3E-04 1.439 0.055 2.6E-11 0.874 0.038 4.6E-04
rs11257655 CDC123/CAMKI1D T/C 1.118 0.027 4.4E-05 1.162 0.033 5.3E-06 1.057 0.077 0.471 1.104 0.047 0.036
rs6878122 ZBED3 G/A 1.035 0.024 0.153 1.071 0.033 0.034 0.981 0.054 0.713 1.073 0.037 0.058
rs6795735 ADAMTS9 Cc/T 1.008 0.023 0.733 0.960 0.043 0.349 1.042 0.034 0.223 0.940 0.034 0.067
rs12242953 VPS26A G/A 1.002 0.047 0.966 0.715 0.205 0.100 1.020 0.050 0.697 0.817 0.113 0.074
rs12571751 ZMIZ1 A/G 1.080 0.023 7.7E-04 1.067 0.040 0.105 1.140 0.035 1.6E-04 0.947 0.033 0.094
rs10842994 KLHDC5 Cc/T 1.076 0.029 0.012 1.286 0.093 6.8E-03 1.065 0.034 0.065 1.096 0.055 0.095
rs516946 ANK1 Cc/T 1.091 0.027 1.5E-03 1.052 0.072 0.482 1.125 0.033 3.9E-04 0.929 0.046 0.108
rs7569522 RBMS1 A/G 1.062 0.023 0.011 1.116 0.037 2.8E-03 1.044 0.040 0.287 1.054 0.033 0.109
rs2075423 PROX1 G/T 1.085 0.025 9.8E-04 1.201 0.056 9.8E-04 1.080 0.033 0.019 1.058 0.038 0.136
rs3734621 KCNK16 C/A 1.129 0.069 0.078 1.148 0.070 0.049 0.303 1.009 0.237 2.103 0.509 0.144
rs16927668 PTPRD T/C 1.014 0.029 0.630 0.999 0.034 0.982 1.123 0.080 0.145 0.932 0.049 0.154
rs1359790 SPRY2 G/A 1.102 0.026 1.7E-04 1.093 0.061 0.142 1.139 0.032 6.2E-05 0.947 0.040 0.177
rs4812829 HNF4A A/G 1.097 0.031 2.5E-03 1.122 0.035 9.9E-04 1.044 0.102 0.676 1.084 0.060 0.178
rs7955901 TSPANS8/LGR5 Cc/T 1.010 0.023 0.683 1.038 0.035 0.288 0.979 0.041 0.605 1.045 0.033 0.178
rs243088 BCL11A T/A 1.060 0.023 0.011 1.051 0.036 0.168 1.118 0.039 4,5E-03 0.957 0.033 0.184
rs7903146 TCF7L2 T/C 1.400 0.024 7.3E-45 1.524 0.033 1.3E-37 1.592 0.050 9.5E-21 1.048 0.036 0.185
rs7202877 BCAR1 T/G 1.147 0.041 8.3E-04 1.042 0.177 0.815 1.168 0.044 4.0E-04 0.881 0.098 0.195
rs1801282 PPARG C/G 1.116 0.036 2.4E-03 1.447 0.155 0.017 1.111 0.040 8.1E-03 1.113 0.085 0.211
rs3802177 SLC30A8 G/A 1.131 0.025 1.2E-06 1.276 0.060 5.6E-05 1.137 0.032 7.0E-05 1.049 0.040 0.229
rs17301514 ST64GAL1 A/G 1.039 0.037 0.305 1.052 0.040 0.205 0.906 0.165 0.549 1.108 0.090 0.258
rs7177055 HMG20A A/G 1.092 0.026 7.0E-04 1.089 0.062 0.172 1.123 0.032 3.6E-04 0.955 0.041 0.262
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