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UCA TGGTACCAGCAGAAACCAGGACAGCCTCCTAAGCTGCTCATTTAC ACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCAGCGGGTCTGGGACAGATTTCACTCTCACC
o o o ° o
2 g 5 8 & CDR3
UCA ATCAGCAGCCTGCAGGCTGAAGATGTGGCAGTTTATTACTGT
e I B
e B B
o R . R e B G. .

o o o o
b I [al <
o™ ™ ™ ™
T Cc

300

o o o
c o o o o o o o - ~
- « @ -« 0 © ~ - -

-
uca GACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCGGGCCAGT TTGGCCTGGTATCAGCAGAAACCA
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