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Supplementary Figure 1: Immunohistochemistry (IHC) and Flourescence in situ hybridization (FISH) 
scoring for gastroesophageal adenocarcinoma. (A) Detailed IHC scoring criteria. (B) IHC imaging 
examples (left) and FISH imaging example (right). (C) Current Her2 status testing recommendation for 
identifying GEC patients eligible for trastuzumab (Herceptin) therapy.  Taken from Bang et al Lancet 
2010;376(9742):687-97 and Hoffmann et al Histopathology 2008;52(7):797-805. 
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Supplementary Figure 2: (A) Breakdown of FISH and IHC status in the TOGA trial. (B) Clinical outcome 
based on pre-specified subgroup analyses. As in Supplementary Figure 1C, ‘HER2+’ now includes 
IHC2+/FISH+ and IHC3+ groups. Taken from Bang et al Lancet 2010;376(9742):687-97.  
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Supplementary Figure 3: Development of (A) Fgfr2 and (B) Her3 SRM assays.  The fragmentation 

spectrum for heavy peptides (top lefts) and the standard curve generated in human PC3 cell lysates 

(bottom lefts) The total ion chromatograms for the light and heavy isotopically labeled peptides (top 

rights), with the transition ions used to identify and quantitate each peptide (bottom rights). 
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Supplementary Figure 4: GEC cell lines (N=27) (A) and tissues (N=139) (B) multiplex expression for 

HER2, Met, Egfr, and Her3 within the ‘GEC-Plex’. Samples sorted by HER2 expression. When adjusting 

for Her3-, Met-, and Egfr-SRM covariates, the correlation between HER2-SRM and HER2 FISH 

significantly improved for both sample sets (see text and Supplementary Table 5 for further details). 
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