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Figure S7. Chromatin state annotation. a, Statistical analysis of chromatin states (initial and combined) at
the TSSs of DEGs. b, Chromatin state classification. Green box stands for the presence of epigenetic mark or
polll at the TSSs + 500bp, white — for the absence. ¢, Normalized ChIP signal intensities at the TSSs + 500bp,
ordered from 15t to 26t chromatin state as in (A) in BJ cells.
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