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!

shRNA Species Sequence 

ITGB1-1 Human TGCTGTTGACAGTGAGCGCCAGATGAAAATAGATGTTTAATAGTGAAGCCACAGATGTATTAAACATCTATTTTCATCTGTTGCCTACTGCCTCGGA 

ITGB1-2 Human TGCTGTTGACAGTGAGCGCACCGAGCAATTTTCTGCTAAATAGTGAAGCCACAGATGTATTTAGCAGAAAATTGCTCGGTTTGCCTACTGCCTCGGA 

ITGB1-3 Human TGCTGTTGACAGTGAGCGCCCGAGCAATTTTCTGCTAAAATAGTGAAGCCACAGATGTATTTTAGCAGAAAATTGCTCGGTTGCCTACTGCCTCGGA 

ITGB1-4 Human TGCTGTTGACAGTGAGCGACCGGTGAAAATCCTATTTATATAGTGAAGCCACAGATGTATATAAATAGGATTTTCACCGGCTGCCTACTGCCTCGGA 

ITGB1-5 Human TGCTGTTGACAGTGAGCGCTCCCACAACACTGAATGCAAATAGTGAAGCCACAGATGTATTTGCATTCAGTGTTGTGGGATTGCCTACTGCCTCGGA 

ITGB1-6 Human TGCTGTTGACAGTGAGCGAAAGAGGGATAATACAAATGAATAGTGAAGCCACAGATGTATTCATTTGTATTATCCCTCTTCTGCCTACTGCCTCGGA 

ITGB1-7 Human TGCTGTTGACAGTGAGCGAAGCCACAGACATTTACATTAATAGTGAAGCCACAGATGTATTAATGTAAATGTCTGTGGCTCTGCCTACTGCCTCGGA 

ITGB1-8 Human TGCTGTTGACAGTGAGCGCCGGGTGAAAATCCTATTTATATAGTGAAGCCACAGATGTATATAAATAGGATTTTCACCCGTTGCCTACTGCCTCGGA 

   

ITGB3-1 Human TGCTGTTGACAGTGAGCGCTCCAACATTTGTTAATAGTTATAGTGAAGCCACAGATGTATAACTATTAACAAATGTTGGAATGCCTACTGCCTCGGA 

ITGB3-2 Human TGCTGTTGACAGTGAGCGACCGCTTCAATGAGGAAGTGAATAGTGAAGCCACAGATGTATTCACTTCCTCATTGAAGCGGGTGCCTACTGCCTCGGA 

ITGB3-3 Human TGCTGTTGACAGTGAGCGAAAGAGCAGATGTCATTCCATATAGTGAAGCCACAGATGTATATGGAATGACATCTGCTCTTGTGCCTACTGCCTCGGA 

ITGB3-4 Human TGCTGTTGACAGTGAGCGATACCCTGAGTTCATAAATTTATAGTGAAGCCACAGATGTATAAATTTATGAACTCAGGGTAGTGCCTACTGCCTCGGA 

ITGB3-5 Human TGCTGTTGACAGTGAGCGACCACGTCTACCTTCACCAATATAGTGAAGCCACAGATGTATATTGGTGAAGGTAGACGTGGCTGCCTACTGCCTCGGA 

ITGB3-6 Human TGCTGTTGACAGTGAGCGCCCGGCTACTACTGCAACTGTATAGTGAAGCCACAGATGTATACAGTTGCAGTAGTAGCCGGTTGCCTACTGCCTCGGA 

ITGB3-7 Human TGCTGTTGACAGTGAGCGCAAGGGAGAGAGTGCTATTGTATAGTGAAGCCACAGATGTATACAATAGCACTCTCTCCCTTTTGCCTACTGCCTCGGA 

ITGB3-8 Human TGCTGTTGACAGTGAGCGCTGGCAGTATGGTAGAGGGATATAGTGAAGCCACAGATGTATATCCCTCTACCATACTGCCATTGCCTACTGCCTCGGA 

   

Firefly 
Luciferase 
(FF) 

 AAGGTATATTGCTGTTGACAGTGAGCGAGCTCCCGTGAATTGGAATCCTAGTGAAGCCACAGATGTAGGATTCCAATTCAGCGGGAGCCTGCCTACT
GCCTCG 

ITGA1-2 Mouse TGCTGTTGACAGTGAGCGCCCCAACAAAGTGAATATTCAATAGTGAAGCCACAGATGTATTGAATATTCACTTTGTTGGGTTGCCTACTGCCTCGGA 

ITGA1-3 Mouse TGCTGTTGACAGTGAGCGACCCGGCTAATGTTATATTGTATAGTGAAGCCACAGATGTATACAATATAACATTAGCCGGGGTGCCTACTGCCTCGGA 

ITGA1-5 Mouse TGCTGTTGACAGTGAGCGCCTGGATGGTCATCTTCTGATATAGTGAAGCCACAGATGTATATCAGAAGATGACCATCCAGTTGCCTACTGCCTCGGA 

ITGA2-2 Mouse TGCTGTTGACAGTGAGCGACCCGTGATCTTTCCTAAACAATAGTGAAGCCACAGATGTATTGTTTAGGAAAGATCACGGGCTGCCTACTGCCTCGGA 

ITGA2-6 Mouse TGCTGTTGACAGTGAGCGACTGAAAGACCTTCACATGAAATAGTGAAGCCACAGATGTATTTCATGTGAAGGTCTTTCAGCTGCCTACTGCCTCGGA 

ITGA2-7 Mouse TGCTGTTGACAGTGAGCGCCAGGGCGATGGGATACTTCTATAGTGAAGCCACAGATGTATAGAAGTATCCCATCGCCCTGTTGCCTACTGCCTCGGA 

ITGA3-1 Mouse TGCTGTTGACAGTGAGCGAATGGACAATGTTCGCGATAAATAGTGAAGCCACAGATGTATTTATCGCGAACATTGTCCATCTGCCTACTGCCTCGGA 

ITGA3-6 Mouse TGCTGTTGACAGTGAGCGCCAGCTACATGATTCAGCGGAATAGTGAAGCCACAGATGTATTCCGCTGAATCATGTAGCTGTTGCCTACTGCCTCGGA 

ITGA3-7 Mouse TGCTGTTGACAGTGAGCGCCCGGATTATGCCCAAGTACCATAGTGAAGCCACAGATGTATGGTACTTGGGCATAATCCGGTTGCCTACTGCCTCGGA 

ITGA4-1 Mouse TGCTGTTGACAGTGAGCGCGGGCATCATGTGATCACCAAATAGTGAAGCCACAGATGTATTTGGTGATCACATGATGCCCATGCCTACTGCCTCGGA 

ITGA4-2 Mouse TGCTGTTGACAGTGAGCGCCGACATTTCACCATCATTATTTAGTGAAGCCACAGATGTAAATAATGATGGTGAAATGTCGTTGCCTACTGCCTCGGA 

ITGA6-1 Mouse TGCTGTTGACAGTGAGCGCCACCACAGATCTGGATATTAATAGTGAAGCCACAGATGTATTAATATCCAGATCTGTGGTGTTGCCTACTGCCTCGGA 

ITGA6-2 Mouse TGCTGTTGACAGTGAGCGCCCGATGCATAGTATTGATCTATAGTGAAGCCACAGATGTATAGATCAATACTATGCATCGGATGCCTACTGCCTCGGA 

ITGA6-6 Mouse TGCTGTTGACAGTGAGCGCTAGGGTGATTAACTTAGGCAATAGTGAAGCCACAGATGTATTGCCTAAGTTAATCACCCTAATGCCTACTGCCTCGGA 

ITGA8-2 Mouse TGCTGTTGACAGTGAGCGAAACCTATAGAATTTAAATCAATAGTGAAGCCACAGATGTATTGATTTAAATTCTATAGGTTCTGCCTACTGCCTCGGA 

ITGA8-3 Mouse TGCTGTTGACAGTGAGCGCTTGGATGATTCTACCTTTAAATAGTGAAGCCACAGATGTATTTAAAGGTAGAATCATCCAAATGCCTACTGCCTCGGA 

ITGA8-5 Mouse TGCTGTTGACAGTGAGCGCCAGATAATTATTGGCGATGAATAGTGAAGCCACAGATGTATTCATCGCCAATAATTATCTGATGCCTACTGCCTCGGA 

ITGAV-9 Mouse TGCTGTTGACAGTGAGCGCCTGCATTGTGTCTTATTGTATTAGTGAAGCCACAGATGTAATACAATAAGACACAATGCAGATGCCTACTGCCTCGGA 

ITGAV-10 Mouse TGCTGTTGACAGTGAGCGCGCATAGTACCTCTTCAGTTACTAGTGAAGCCACAGATGTAGTAACTGAAGAGGTACTATGCTTGCCTACTGCCTCGGA 

ITGB1-4 Mouse TGCTGTTGACAGTGAGCGACCAGACGGAGTAACAATAAATTAGTGAAGCCACAGATGTAATTTATTGTTACTCCGTCTGGCTGCCTACTGCCTCGGA 

ITGB1-5 Mouse TGCTGTTGACAGTGAGCGCGGCTCTCAAACTATAAAGAAATAGTGAAGCCACAGATGTATTTCTTTATAGTTTGAGAGCCTTGCCTACTGCCTCGGA 

ITGB2-1 Mouse TGCTGTTGACAGTGAGCGCGCCCATCTTTGCGGTGACAAATAGTGAAGCCACAGATGTATTTGTCACCGCAAAGATGGGCTTGCCTACTGCCTCGGA 

ITGB2-4 Mouse TGCTGTTGACAGTGAGCGAGGAAGGCTGTTGGATAACTTATAGTGAAGCCACAGATGTATAAGTTATCCAACAGCCTTCCGTGCCTACTGCCTCGGA 

ITGB2-5 Mouse TGCTGTTGACAGTGAGCGAGGAAACAGCTATCTCCACAAATAGTGAAGCCACAGATGTATTTGTGGAGATAGCTGTTTCCGTGCCTACTGCCTCGGA 

ITGB3-2 Mouse TGCTGTTGACAGTGAGCGCGCAAACAACCCGCTGTATAAATAGTGAAGCCACAGATGTATTTATACAGCGGGTTGTTTGCTTGCCTACTGCCTCGGA 

ITGB3-3 Mouse TGCTGTTGACAGTGAGCGACCTCTCAGATGCGCAAGCTTATAGTGAAGCCACAGATGTATAAGCTTGCGCATCTGAGAGGCTGCCTACTGCCTCGGA 

ITGB3-9 Mouse TGCTGTTGACAGTGAGCGAGCAGGCATTGTCCTGCCCAATTAGTGAAGCCACAGATGTAATTGGGCAGGACAATGCCTGCCTGCCTACTGCCTCGGA 

ITGB3-10 Mouse TGCTGTTGACAGTGAGCGAGGAAGGAATTTGCTAAATTTGTAGTGAAGCCACAGATGTACAAATTTAGCAAATTCCTTCCGTGCCTACTGCCTCGGA 

ITGB4-4 Mouse TGCTGTTGACAGTGAGCGACAGGGTGGAGAAGACTACGAATAGTGAAGCCACAGATGTATTCGTAGTCTTCTCCACCCTGGTGCCTACTGCCTCGGA 

ITGB4-7 Mouse TGCTGTTGACAGTGAGCGAAGGGTGGAGAAGACTACGAAATAGTGAAGCCACAGATGTATTTCGTAGTCTTCTCCACCCTGTGCCTACTGCCTCGGA 



4T1 Cell Line % Protein Remaining 
FF10  N/A 
FF32  N/A 

Alpha1-2 28+8.6  
Alpha1-3 63+15.4 
Alpha1-5 47+6.7 
Alpha2-2 35+0.5 
Alpha2-6 37+10 
Alpha2-7- 5+1.6 

Alpha3-1-BC-G8 <10% * 
Alpha3-6-BC-B4 <10% * 
Alpha3-7-BC-B6 <10% * 
Alpha4-1-BC-A8 Protein not detected  
Alpha4-2-BC-A2 Protein not detected  
alpha6-1-BC B1 12 +7 
alpha6-2-BC A12 12 +7 
alpha6-6-BC A11 21 +7 
alpha8-2 BC H1 6.9 ** 
alpha8-3 BC H3 13.48 ** 
alpha8-5 BC H5 7.89 ** 
AlphaV-9-BC-E3 <10% * 
AlphaV-10-BC-E4 <10% * 
beta1-4-BC A3 17+2 
beta1-5-BC A4 9+3 

beta2-1-C5 9+4 
beta2-4-BC-A6 20+4 
beta2-5-BC-A7 33+11 
beta3-2-BC-E7 15+6.2 
beta3-3-BC-E9 42+18.5 
beta3-9-BC-E11 42+21.5 
beta3-10-BC-F1 1.2+6.2 
beta4-4-BC-F10 9+1 
beta4-7-BC-F8 7+1 

    
* Knockdown was confirmed by 

western blots   
** Knockdown was confirmed by 

qPCR    
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